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Sir: 
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SEQUENCE LISTING 



<110> Hardiman, Gerard T. 
Rock, Fernando L. 
Bazan, J. Fernando 
Kastelein, Robert A. 
Ho, Stephen W.K. 
Liu, Yong-Jun 

<12 0> Human Receptor Proteins; Related Reagents and Methods 

<130> DX0724XK 

<140> 09/728,540 
<141> 2000-11-28 

<160> 45 

<170> Patentln Ver. 2.0 

<21§^ 1 
<2ia> 2367 
<2%B> DNA 
<213> Unknown 

<2zp> 

<22j3> Description of Unknown Organism : primate ; surmised 
La Homo sapiens 

<22:0> 

<22=1> CDS 

<2S2> (1) . . (2358) 

<2S0> 

<2:2'1> mat_peptide 
<f22> (67) .. (2358) 

<400> 1 

atg act age ate ttc cat ttt gec att ate ttc atg tta ata ctt cag 48 

Met Thr Ser lie Phe His Phe Ala lie lie Phe Met Leu lie Leu Gin 

-20 -15 -10 

ate aga ata caa tta tct gaa gaa agt gaa ttt tta gtt gat agg tea 96 
lie Arg lie Gin Leu Ser Glu Glu Ser Glu Phe Leu Val Asp Arg Ser 
-5 -11 5 10 

aaa aac ggt etc ate cac gtt cct aaa gac eta tec cag aaa aca aca 144 
Lys Asn Gly Leu lie His Val Pro Lys Asp Leu Ser Gin Lys Thr Thr 
15 20 25 

ate tta aat ata teg caa aat tat ata tct gag ctt tgg act tct gac 192 
He Leu Asn He Ser Gin Asn Tyr He Ser Glu Leu Trp Thr Ser Asp 
30 35 40 



ate tta tea ctg tea aaa ctg agg att ttg ata att tct cat aat aga 
lie Leu Ser Leu Ser Lys Leu Arg lie Leu lie lie Ser His Asn Arg 

45 50 55 

ate cag tat ctt gat ate agt gtt ttc aaa ttc aac cag gaa ttg gaa 

lie Gin Tyr Leu Asp lie Ser Val Phe Lys Phe Asn Gin Glu Leu Glu 

60 65 70 

tac ttg gat ttg tec cac aac aag ttg gtg aag att tct tgc cac cct 

Tyr Leu Asp Leu Ser His Asn Lys Leu Val Lys He Ser Cys His Pro 

75 80 85 90 

act gtg aac etc aag cac ttg gac ctg tea ttt aat gca ttt gat gec 

Thr Val Asn Leu Lys His Leu Asp Leu Ser Phe Asn Ala Phe Asp Ala 

95 100 105 

ctg cct ata tgc aaa gag ttt ggc aat atg tct caa eta aaa ttt ctg 

Leu Pro He Cys Lys Glu Phe Gly Asn Met Ser Gin Leu Lys Phe Leu 

110 115 120 

ggl ttg age acc aca cac tta gaa aaa tct agt gtg ctg cca att get 

Gl^ Leu Ser Thr Thr His Leu Glu Lys Ser Ser Val Leu Pro He Ala 

Jpj 125 130 135 

c|e£ ttg aat ate age aag gtc ttg ctg gtc tta gga gag act tat ggg 

HS Leu Asn He Ser Lys Val Leu Leu Val Leu Gly Glu Thr Tyr Gly 

J 140 145 150 

g|a aaa gaa gac cct gag ggc ctt caa gac ttt aac act gag agt ctg 

Grii Lys Glu Asp Pro Glu Gly Leu Gin Asp Phe Asn Thr Glu Ser Leu 

155 160 165 170 

cab att gtg ttc ccc aca aac aaa gaa ttc cat ttt att ttg gat gtg 

Hi&s He Val Phe Pro Thr Asn Lys Glu Phe His Phe He Leu Asp Val 

H : 175 180 185 

tea gtc aag act gta gca aat ctg gaa eta tct aat ate aaa tgt gtg 

Ser Val Lys Thr Val Ala Asn Leu Glu Leu Ser Asn He Lys Cys Val 

190 195 200 

eta gaa gat aac aaa tgt tct tac ttc eta agt att ctg gcg aaa ctt 

Leu Glu Asp Asn Lys Cys Ser Tyr Phe Leu Ser He Leu Ala Lys Leu 

205 210 215 

caa aca aat cca aag tta tea agt ctt acc tta aac aac att gaa aca 

Gin Thr Asn Pro Lys Leu Ser Ser Leu Thr Leu Asn Asn He Glu Thr 

220 225 230 

act tgg aat tct ttc att agg ate etc caa eta gtt tgg cat aca act 

Thr Trp Asn Ser Phe He Arg He Leu Gin Leu Val Trp His Thr Thr 

235 240 245 250 

gta tgg tat ttc tea att tea aac gtg aag eta cag ggt cag ctg gac 



Val Trp Tyr Phe Ser He Ser Asn Val Lys Leu Gin Gly Gin Leu Asp 
255 260 265 



ttc aga gat ttt gat tat tct ggc act tec ttg aag gec ttg tct ata 912 
Phe Arg Asp Phe Asp Tyr Ser Gly Thr Ser Leu Lys Ala Leu Ser He 
270 275 280 

cac caa gtt gtc age gat gtg ttc ggt ttt ccg caa agt tat ate tat 960 
His Gin Val Val Ser Asp Val Phe Gly Phe Pro Gin Ser Tyr He Tyr 
285 290 295 

gaa ate ttt teg aat atg aac ate aaa aat ttc aca gtg tct ggt aca 1008 
Glu He Phe Ser Asn Met Asn He Lys Asn Phe Thr Val Ser Gly Thr 
300 305 310 

cgc atg gtc cac atg ctt tgc cca tec aaa att age ccg ttc ctg cat 1056 
Arg Met Val His Met Leu Cys Pro Ser Lys He Ser Pro Phe Leu His 
315 320 325 330 

ttg gat ttt tec aat aat etc tta aca gac acg gtt ttt gaa aat tgt 1104 
Letf Asp Phe Ser Asn Asn Leu Leu Thr Asp Thr Val Phe Glu Asn Cys 
* 335 340 345 

ggcj cac ctt act gag ttg gag aca ctt att tta caa atg aat caa tta 1152 
Gi^ His Leu Thr Glu Leu Glu Thr Leu He Leu Gin Met Asn Gin Leu 
C 350 355 360 

aire, gaa ctt tea aaa ata get gaa atg act aca cag atg aag tct ctg 1200 
Lys Glu Leu Ser Lys He Ala Glu Met Thr Thr Gin Met Lys Ser Leu 
O 365 370 375 

cma caa ttg gat att age cag aat tct gta age tat gat gaa aag aaa 1248 
Gft=n Gin Leu Asp lie Ser Gin Asn Ser Val Ser Tyr Asp Glu Lys Lys 
F; 380 385 390 

gga gac tgt tct tgg act aaa agt tta tta agt tta aat atg tct tea 1296 
Gly Asp Cys Ser Trp Thr Lys Ser Leu Leu Ser Leu Asn Met Ser Ser 
395 400 405 410 

aat ata ctt act gac act att ttc aga tgt tta cct ccc agg ate aag 1344 
Asn He Leu Thr Asp Thr He Phe Arg Cys Leu Pro Pro Arg He Lys 
415 420 425 

gta ctt gat ctt cac age aat aaa ata aag age att cct aaa caa gtc 1392 
Val Leu Asp Leu His Ser Asn Lys He Lys Ser He Pro Lys Gin Val 
430 435 440 

gta aaa ctg gaa get ttg caa gaa etc aat gtt get ttc aat tct tta 1440 
Val Lys Leu Glu Ala Leu Gin Glu Leu Asn Val Ala Phe Asn Ser Leu 
445 450 455 

act gac ctt cct gga tgt ggc age ttt age age ctt tct gta ttg ate 1488 
Thr Asp Leu Pro Gly Cys Gly Ser Phe Ser Ser Leu Ser Val Leu He 
460 465 470 



att gat cac aat tea gtt tec cac cca tea get gat ttc ttc cag age 1536 

lie Asp His Asn Ser Val Ser His Pro Ser Ala Asp Phe Phe Gin Ser 

475 480 485 490 

tgc cag aag atg agg tea ata aaa gca ggg gac aat cca ttc caa tgt 1584 

Cys Gin Lys Met Arg Ser lie Lys Ala Gly Asp Asn Pro Phe Gin Cys 

495 500 505 

acc tgt gag etc gga gaa ttt gtc aaa aat ata gac caa gta tea agt 1632 

Thr Cys Glu Leu Gly Glu Phe Val Lys Asn lie Asp Gin Val Ser Ser 

510 515 520 



gaa gtg tta gag ggc tgg cct gat tct tat aag tgt gac tac ccg gaa 
Glu Val Leu Glu Gly Trp Pro Asp Ser Tyr Lys Cys Asp Tyr Pro Glu 
525 530 535 



1680 



agt tat aga gga acc eta eta aag gac ttt cac atg tct gaa tta tec 1728 
Ser Tyr Arg Gly Thr Leu Leu Lys Asp Phe His Met Ser Glu Leu Ser 
a 540 545 550 

tgg= aac ata act ctg ctg ate gtc acc ate gtt gee acc atg ctg gtg 1776 
Cys Asn lie Thr Leu Leu lie Val Thr lie Val Ala Thr Met Leu Val 
55js 560 565 570 

tt|§ get gtg act gtg acc tec etc tgc ate tac ttg gat ctg ccc tgg 1824 
Leu Ala Val Thr Val Thr Ser Leu Cys He Tyr Leu Asp Leu Pro Trp 
I" 575 580 585 

ts£t etc agg atg gtg tgc cag tgg acc cag acc egg cgc agg gec agg 1872 
Ty : t Leu Arg Met Val Cys Gin Trp Thr Gin Thr Arg Arg Arg Ala Arg 
C 590 595 600 

ap=c ata ccc tta gaa gaa etc caa aga aat etc cag ttt cat gca ttt 192C 
Ain He Pro Leu Glu Glu Leu Gin Arg Asn Leu Gin Phe His Ala Phe 
605 610 615 

att tea tat agt ggg cac gat tct ttc tgg gtg aag aat gaa tta ttg 1968 
He Ser Tyr Ser Gly His Asp Ser Phe Trp Val Lys Asn Glu Leu Leu 
620 625 630 

cca aac eta gag aaa gaa ggt atg cag att tgc ctt cat gag aga aac 2016 
Pro Asn Leu Glu Lys Glu Gly Met Gin He Cys Leu His Glu Arg Asn 
635 640 645 650 

ttt gtt cct ggc aag age att gtg gaa aat ate ate acc tgc att gag 2 064 
Phe Val Pro Gly Lys Ser He Val Glu Asn He He Thr Cys He Glu 
655 660 665 

aag agt tac aag tec ate ttt gtt ttg tct ccc aac ttt gtc cag agt 2112 
Lys Ser Tyr Lys Ser He Phe Val Leu Ser Pro Asn Phe Val Gin Ser 
670 675 680 



gaa tgg tgc cat tat gaa etc tac ttt gec cat cac aat etc ttt cat 2160 
Glu Trp Cys His Tyr Glu Leu Tyr Phe Ala His His Asn Leu Phe His 
685 690 695 

gaa gga tct aat age tta ate ctg ate ttg ctg gaa ccc att ccg cag 2208 
Glu Gly Ser Asn Ser Leu He Leu He Leu Leu Glu Pro He Pro Gin 
700 705 710 

tac tec att cct age agt tat cac aag etc aaa agt etc atg gec agg 2256 
Tyr Ser He Pro Ser Ser Tyr His Lys Leu Lys Ser Leu Met Ala Arg 
715 720 725 730 

agg act tat ttg gaa tgg ccc aag gaa aag age aaa cgt ggc ctt ttt 2304 
Arg Thr Tyr Leu Glu Trp Pro Lys Glu Lys Ser Lys Arg Gly Leu Phe 
735 740 745 

tgg get aac tta agg gca gec att aat att aag ctg aca gag caa gca 2352 
Trp Ala Asn Leu Arg Ala Ala He Asn He Lys Leu Thr Glu Gin Ala 
750 755 760 

aaep aaa tagtctaga 2367 
Lyifi Lys 

<zio> 2 

<2Qpl> 786 
<2i'2> PRT 
<2p.-3> Unknown 

<4g>0> 2 

MeJ; Thr Ser He Phe His Phe Ala He He Phe Met Leu He Leu Gin 
H -20 -15 -10 

ije Arg He Gin Leu Ser Glu Glu Ser Glu Phe Leu Val Asp Arg Ser 
y, -5 -11 5 10 

Lys Asn Gly Leu He His Val Pro Lys Asp Leu Ser Gin Lys Thr Thr 
15 20 25 

He Leu Asn He Ser Gin Asn Tyr He Ser Glu Leu Trp Thr Ser Asp 
30 35 40 

He Leu Ser Leu Ser Lys Leu Arg He Leu He He Ser His Asn Arg 
45 50 55 

He Gin Tyr Leu Asp He Ser Val Phe Lys Phe Asn Gin Glu Leu Glu 
60 65 70 

Tyr Leu Asp Leu Ser His Asn Lys Leu Val Lys He Ser Cys His Pro 
75 80 85 90 

Thr Val Asn Leu Lys His Leu Asp Leu Ser Phe Asn Ala Phe Asp Ala 
95 100 105 



Leu Pro lie Cys Lys Glu Phe Gly Asn Met Ser Gin Leu Lys Phe Leu 
110 115 120 

Gly Leu Ser Thr Thr His Leu Glu Lys Ser Ser Val Leu Pro lie Ala 
125 130 135 

His Leu Asn lie Ser Lys Val Leu Leu Val Leu Gly Glu Thr Tyr Gly 
140 145 150 

Glu Lys Glu Asp Pro Glu Gly Leu Gin Asp Phe Asn Thr Glu Ser Leu 
155 160 165 170 

His lie Val Phe Pro Thr Asn Lys Glu Phe His Phe He Leu Asp Val 
175 180 185 

Ser Val Lys Thr Val Ala Asn Leu Glu Leu Ser Asn He Lys Cys Val 
190 195 200 

Leu Glu Asp Asn Lys Cys Ser Tyr Phe Leu Ser He Leu Ala Lys Leu 
p 205 210 215 

GliSThr Asn Pro Lys Leu Ser Ser Leu Thr Leu Asn Asn He Glu Thr 
}- 220 225 230 

Th?;' Trp Asn Ser Phe He Arg He Leu Gin Leu Val Trp His Thr Thr 
23fj 240 245 250 

Val" Trp Tyr Phe Ser He Ser Asn Val Lys Leu Gin Gly Gin Leu Asp 

L,. 255 260 265 

w 

Ph% Arg Asp Phe Asp Tyr Ser Gly Thr Ser Leu Lys Ala Leu Ser He 
:T 270 275 280 

Hii Gin Val Val Ser Asp Val Phe Gly Phe Pro Gin Ser Tyr He Tyr 
N: 285 290 295 

Glu He Phe Ser Asn Met Asn He Lys Asn Phe Thr Val Ser Gly Thr 
300 305 310 

Arg Met Val His Met Leu Cys Pro Ser Lys He Ser Pro Phe Leu His 
315 320 325 330 

Leu Asp Phe Ser Asn Asn Leu Leu Thr Asp Thr Val Phe Glu Asn Cys 
335 340 345 

Gly His Leu Thr Glu Leu Glu Thr Leu He Leu Gin Met Asn Gin Leu 
350 355 360 

Lys Glu Leu Ser Lys He Ala Glu Met Thr Thr Gin Met Lys Ser Leu 
365 370 375 

Gin Gin Leu Asp He Ser Gin Asn Ser Val Ser Tyr Asp Glu Lys Lys 
380 385 390 



Gly Asp Cys Ser Trp Thr Lys Ser Leu Leu Ser Leu Asn Met Ser Ser 
395 400 405 410 

Asn He Leu Thr Asp Thr He Phe Arg Cys Leu Pro Pro Arg He Lys 
415 420 425 

Val Leu Asp Leu His Ser Asn Lys He Lys Ser He Pro Lys Gin Val 
430 435 440 

Val Lys Leu Glu Ala Leu Gin Glu Leu Asn Val Ala Phe Asn Ser Leu 
445 450 455 

Thr Asp Leu Pro Gly Cys Gly Ser Phe Ser Ser Leu Ser Val Leu He 
4S0 465 470 

He Asp His Asn Ser Val Ser His Pro Ser Ala Asp Phe Phe Gin Ser 
475 480 485 490 

Cys Gin Lys Met Arg Ser He Lys Ala Gly Asp Asn Pro Phe Gin Cys 
5 495 500 505 

Tl# Cys Glu Leu Gly Glu Phe Val Lys Asn He Asp Gin Val Ser Ser 
01 510 515 520 

Gfiii Val Leu Glu Gly Trp Pro Asp Ser Tyr Lys Cys Asp Tyr Pro Glu 
=C 525 530 535 

Ser Tyr Arg Gly Thr Leu Leu Lys Asp Phe His Met Ser Glu Leu Ser 
O 540 545 550 

Qys Asn He Thr Leu Leu He Val Thr He Val Ala Thr Met Leu Val 
5i3;5 560 565 570 

l£u Ala Val Thr Val Thr Ser Leu Cys He Tyr Leu Asp Leu Pro Trp 
575 580 585 

Tyr Leu Arg Met Val Cys Gin Trp Thr Gin Thr Arg Arg Arg Ala Arg 
590 595 600 

Asn He Pro Leu Glu Glu Leu Gin Arg Asn Leu Gin Phe His Ala Phe 
605 610 615 

He Ser Tyr Ser Gly His Asp Ser Phe Trp Val Lys Asn Glu Leu Leu 
620 625 630 

Pro Asn Leu Glu Lys Glu Gly Met Gin He Cys Leu His Glu Arg Asn 
635 640 645 650 

Phe Val Pro Gly Lys Ser He Val Glu Asn He He Thr Cys He Glu 
655 660 665 

Lys Ser Tyr Lys Ser He Phe Val Leu Ser Pro Asn Phe Val Gin Ser 
670 675 680 



Glu Trp Cys His Tyr Glu Leu Tyr Phe Ala His His Asn Leu Phe His 
685 690 695 

Glu Gly Ser Asn Ser Leu lie Leu lie Leu Leu Glu Pro lie Pro Gin 
700 705 710 

Tyr Ser lie Pro Ser Ser Tyr His Lys Leu Lys Ser Leu Met Ala Arg 
715 720 725 730 

Arg Thr Tyr Leu Glu Trp Pro Lys Glu Lys Ser Lys Arg Gly Leu Phe 
735 740 745 

Trp Ala Asn Leu Arg Ala Ala He Asn He Lys Leu Thr Glu Gin Ala 
750 755 760 



Lys Lys 



<2i0> 3 
<2tl> 2355 
<i!2> DNA 
<fiL3> Unknown 

<5p20> 

<&23> Description of Unknown Organism: primate; surmised 
= Homo sapiens 

<|;20> 

<221> CDS 

«§22> (1) . . (2352) 

{220> 

<221> mat_peptide 
<222> (67) . . (2352) 

<400> 3 

atg cca cat act ttg tgg atg gtg tgg gtc ttg ggg gtc ate ate age 48 
Met Pro His Thr Leu Trp Met Val Trp Val Leu Gly Val He He Ser 
-20 -15 -10 

etc tec aag gaa gaa tec tec aat cag get tct ctg tct tgt gac cgc 96 
Leu Ser Lys Glu Glu Ser Ser Asn Gin Ala Ser Leu Ser Cys Asp Arg 
-5 -11 5 10 

aat ggt ate tgc aag ggc age tea gga tct tta aac tec att ccc tea 144 
Asn Gly He Cys Lys Gly Ser Ser Gly Ser Leu Asn Ser He Pro Ser 
15 20 25 

ggg etc aca gaa get gta aaa age ctt gac ctg tec aac aac agg ate 192 
Gly Leu Thr Glu Ala Val Lys Ser Leu Asp Leu Ser Asn Asn Arg He 
30 35 40 



acc tac att age aac agt gac eta cag agg tgt gtg aac etc cag get 
Thr Tyr lie Ser Asn Ser Asp Leu Gin Arg Cys Val Asn Leu Gin Ala 
45 50 55 

ctg gtg ctg aca tec aat gga att aac aca ata gag gaa gat tct ttt 
Leu Val Leu Thr Ser Asn Gly lie Asn Thr He Glu Glu Asp Ser Phe 
60 65 70 

tct tec ctg ggc agt ctt gaa cat tta gac tta tec tat aat tac tta 
Ser Ser Leu Gly Ser Leu Glu His Leu Asp Leu Ser Tyr Asn Tyr Leu 
75 80 85 90 

tct aat tta teg tct tec tgg ttc aag ccc ctt tct tct tta aca ttc 
Ser Asn Leu Ser Ser Ser Trp Phe Lys Pro Leu Ser Ser Leu Thr Phe 
95 100 105 

tta aac tta ctg gga aat cct tac aaa acc eta ggg gaa aca tct ctt 
Leu Asn Leu Leu Gly Asn Pro Tyr Lys Thr Leu Gly Glu Thr Ser Leu 
110 115 120 

ttj; tct cat etc aca aaa ttg caa ate ctg aga gtg gga aat atg gac 
Piis Ser His Leu Thr Lys Leu Gin He Leu Arg Val Gly Asn Met Asp 
jl! 125 130 135 

a%b ttc act aag att caa aga aaa gat ttt get gga ctt acc ttc ctt 
Tffr Phe Thr Lys He Gin Arg Lys Asp Phe Ala Gly Leu Thr Phe Leu 
^ 140 145 150 

gi.g gaa ctt gag att gat get tea gat eta cag age tat gag cca aaa 
Glu Glu Leu Glu He Asp Ala Ser Asp Leu Gin Ser Tyr Glu Pro Lys 
155 160 165 170 

agt ttg aag tea att cag aac gta agt cat ctg ate ctt cat atg aag 
$er Leu Lys Ser lie Gin Asn Val Ser His Leu He Leu His Met Lys 
175 180 185 

cag cat att tta ctg ctg gag att ttt gta gat gtt aca agt tec gtg 
Gin His He Leu Leu Leu Glu He Phe Val Asp Val Thr Ser Ser Val 
190 195 200 

gaa tgt ttg gaa ctg cga gat act gat ttg gac act ttc cat ttt tea 
Glu Cys Leu Glu Leu Arg Asp Thr Asp Leu Asp Thr Phe His Phe Ser 
205 210 215 

gaa eta tec act ggt gaa aca aat tea ttg att aaa aag ttt aca ttt 
Glu Leu Ser Thr Gly Glu Thr Asn Ser Leu He Lys Lys Phe Thr Phe 
220 225 230 

aga aat gtg aaa ate acc gat gaa agt ttg ttt cag gtt atg aaa ctt 
Arg Asn Val Lys He Thr Asp Glu Ser Leu Phe Gin Val Met Lys Leu 
235 240 245 250 

ttg aat cag att tct gga ttg tta gaa tta gag ttt gat gac tgt acc 



Leu Asn Gin lie Ser Gly Leu Leu Glu Leu Glu Phe Asp Asp Cys Thr 

255 260 265 

ctt aat gga gtt ggt aat ttt aga gca tct gat aat gac aga gtt ata 
Leu Asn Gly Val Gly Asn Phe Arg Ala Ser Asp Asn Asp Arg Val lie 
270 275 280 

gat cca ggt aaa gtg gaa acg tta aca ate egg agg ctg cat att cca 

Asp Pro Gly Lys Val Glu Thr Leu Thr He Arg Arg Leu His He Pro 
285 290 295 

agg ttt tac tta ttt tat gat ctg age act tta tat tea ctt aca gaa 
Arg Phe Tyr Leu Phe Tyr Asp Leu Ser Thr Leu Tyr Ser Leu Thr Glu 
300 305 310 

aga gtt aaa aga ate aca gta gaa aac agt aaa gtt ttt ctg gtt cct 

Arg Val Lys Arg He Thr Val Glu Asn Ser Lys Val Phe Leu Val Pro 

315 320 325 330 

tgt; tta ctt tea caa cat tta aaa tea tta gaa tac ttg gat etc agt 

Cyf; Leu Leu Ser Gin His Leu Lys Ser Leu Glu Tyr Leu Asp Leu Ser 

$ 335 340 . 345 

ga?a aat ttg atg gtt gaa gaa tac ttg aaa aat tea gec tgt gag gat 

Gill Asn Leu Met Val Glu Glu Tyr Leu Lys Asn Ser Ala Cys Glu Asp 
J 350 355 360 

gee tgg ccc tct eta caa act tta att tta agg caa aat cat ttg gca 

Ala Trp Pro Ser Leu Gin Thr Leu He Leu Arg Gin Asn His Leu Ala 
% 365 370 375 

tpa ttg gaa aaa acc gga gag act ttg etc act ctg aaa aac ttg act 

Skr Leu Glu Lys Thr Gly Glu Thr Leu Leu Thr Leu Lys Asn Leu Thr 
J' 380 385 390 

aac att gat ate agt aag aat agt ttt cat tct atg cct gaa act tgt 

Asn He Asp He Ser Lys Asn Ser Phe His Ser Met Pro Glu Thr Cys 

395 400 405 410 

cag tgg cca gaa aag atg aaa tat ttg aac tta tec age aca cga ata 

Gin Trp Pro Glu Lys Met Lys Tyr Leu Asn Leu Ser Ser Thr Arg He 

415 420 425 

cac agt gta aca ggc tgc att ccc aag aca ctg gaa att tta gat gtt 

His Ser Val Thr Gly Cys He Pro Lys Thr Leu Glu He Leu Asp Val 
430 435 440 

age aac aac aat etc aat tta ttt tct ttg aat ttg ccg caa etc aaa 

Ser Asn Asn Asn Leu Asn Leu Phe Ser Leu Asn Leu Pro Gin Leu Lys 
445 450 455 

gaa ctt tat att tec aga aat aag ttg atg act eta cca gat gec tec 

Glu Leu Tyr He Ser Arg Asn Lys Leu Met Thr Leu Pro Asp Ala Ser 



460 465 470 

etc tta ccc atg tta eta gta ttg aaa ate agt agg aat gca ata act 1536 

Leu Leu Pro Met Leu Leu Val Leu Lys lie Ser Arg Asn Ala lie Thr 

475 480 485 490 

acg ttt tct aag gag caa ctt gac tea ttt cac aca ctg aag act ttg 1584 

Thr Phe Ser Lys Glu Gin Leu Asp Ser Phe His Thr Leu Lys Thr Leu 
495 500 505 

gaa get ggt ggc aat aac ttc att tgc tec tgt gaa ttc etc tec ttc 1632 

Glu Ala Gly Gly Asn Asn Phe lie Cys Ser Cys Glu Phe Leu Ser Phe 
510 515 520 

act cag gag cag caa gca ctg gec aaa gtc ttg att gat tgg cca gca 1680 

Thr Gin Glu Gin Gin Ala Leu Ala Lys Val Leu lie Asp Trp Pro Ala 
525 530 535 

aat tac ctg tgt gac tct cca tec cat gtg cgt ggc cag cag gtt cag 1728 

Asn Tyr Leu Cys Asp Ser Pro Ser His Val Arg Gly Gin Gin Val Gin 
C 540 545 550 

gaB gtc cgc etc teg gtg teg gaa tgt cac agg aca gca ctg gtg tct 1776 

Aslp Val Arg Leu Ser Val Ser Glu Cys His Arg Thr Ala Leu Val Ser 

5 £5 560 565 570 

g<§€ atg tgc tgt get ctg ttc ctg ctg ate ctg etc acg ggg gtc ctg 1824 

Gty Met Cys Cys Ala Leu Phe Leu Leu lie Leu Leu Thr Gly Val Leu 
* 575 580 585 

tfe cac cgt ttc cat ggc ctg tgg tat atg aaa atg atg tgg gec tgg 18 72 

C&jb His Arg Phe His Gly Leu Trp Tyr Met Lys Met Met Trp Ala Trp 
p 590 595 600 

cfl.c cag gee aaa agg aag ccc agg aaa get ccc age agg aac ate tgc 192 0 

lieu Gin Ala Lys Arg Lys Pro Arg Lys Ala Pro Ser Arg Asn He Cys 
605 610 615 

tat gat gca ttt gtt tct tac agt gag egg gat gec tac tgg gtg gag 1968 

Tyr Asp Ala Phe Val Ser Tyr Ser Glu Arg Asp Ala Tyr Trp Val Glu 
620 625 630 

aac ctt atg gtc cag gag ctg gag aac ttc aat ccc ccc ttc aag ttg 2016 

Asn Leu Met Val Gin Glu Leu Glu Asn Phe Asn Pro Pro Phe Lys Leu 

635 640 645 650 

tgt ctt cat aag egg gac ttc att cct ggc aag tgg ate att gac aat 2 0 64 

Cys Leu His Lys Arg Asp Phe He Pro Gly Lys Trp He He Asp Asn 
655 660 665 

ate att gac tec att gaa aag age cac aaa act gtc ttt gtg ctt tct 2112 

He He Asp Ser He Glu Lys Ser His Lys Thr Val Phe Val Leu Ser 
670 675 680 



gaa aac ttt gtg aag agt gag tgg tgc aag tat gaa ctg gac ttc tec 2160 

Glu Asn Phe Val Lys Ser Glu Trp Cys Lys Tyr Glu Leu Asp Phe Ser 
685 690 695 

cat ttc cgt ctt ttt gaa gag aac aat gat get gec att etc att ctt 2208 

His Phe Arg Leu Phe Glu Glu Asn Asn Asp Ala Ala lie Leu lie Leu 
700 705 710 

ctg gag ccc att gag aaa aaa gec att ccc cag cgc ttc tgc aag ctg 2256 

Leu Glu Pro lie Glu Lys Lys Ala lie Pro Gin Arg Phe Cys Lys Leu 
715 720 725 730 



egg aag ata atg aac acc aag acc tac ctg gag tgg ccc atg gac gag 
Arg Lys lie Met Asn Thr Lys Thr Tyr Leu Glu Trp Pro Met Asp Glu 
735 740 745 



2304 



get cag egg gaa gga ttt tgg gta aat ctg aga get gcg ata aag tec 2 352 

Ala Gin Arg Glu Gly Phe Trp Val Asn Leu Arg Ala Ala He Lys Ser 
750 755 760 

tac* 2355 



<2§0> 4 
<2il> 784 
<2£2> PRT 
<2;I;3> Unknown 

< 4:6:0 > 4 

Mefc Pro His Thr Leu Trp Met Val Trp Val Leu Gly Val He He Ser 
U. -20 -15 -10 

LejS Ser Lys Glu Glu Ser Ser Asn Gin Ala Ser Leu Ser Cys Asp Arg 
U _ 5 -11 5 10 

Asn Gly He Cys Lys Gly Ser Ser Gly Ser Leu Asn Ser He Pro Ser 
15 20 25 

Gly Leu Thr Glu Ala Val Lys Ser Leu Asp Leu Ser Asn Asn Arg He 
30 35 40 

Thr Tyr He Ser Asn Ser Asp Leu Gin Arg Cys Val Asn Leu Gin Ala 
45 50 55 

Leu Val Leu Thr Ser Asn Gly He Asn Thr He Glu Glu Asp Ser Phe 
60 65 70 

Ser Ser Leu Gly Ser Leu Glu His Leu Asp Leu Ser Tyr Asn Tyr Leu 
75 80 85 90 

Ser Asn Leu Ser Ser Ser Trp Phe Lys Pro Leu Ser Ser Leu Thr Phe 
95 100 105 



Leu Asn Leu Leu Gly Asn Pro Tyr Lys Thr Leu Gly Glu Thr Ser Leu 
110 115 120 

Phe Ser His Leu Thr Lys Leu Gin lie Leu Arg Val Gly Asn Met Asp 
125 130 135 

Thr Phe Thr Lys lie Gin Arg Lys Asp Phe Ala Gly Leu Thr Phe Leu 
140 145 150 

Glu Glu Leu Glu lie Asp Ala Ser Asp Leu Gin Ser Tyr Glu Pro Lys 
155 160 165 170 

Ser Leu Lys Ser lie Gin Asn Val Ser His Leu lie Leu His Met Lys 
175 180 185 

Gin His lie Leu Leu Leu Glu lie Phe Val Asp Val Thr Ser Ser Val 
190 195 200 

Glu Cys Leu Glu Leu Arg Asp Thr Asp Leu Asp Thr Phe His Phe Ser 
205 210 215 

GluDLeu Ser Thr Gly Glu Thr Asn Ser Leu He Lys Lys Phe Thr Phe 
£s220 225 230 

Arg) Asn Val Lys He Thr Asp Glu Ser Leu Phe Gin Val Met Lys Leu 
235;- 240 245 250 

Lep. Asn Gin He Ser Gly Leu Leu Glu Leu Glu Phe Asp Asp Cys Thr 
* 255 260 265 

Le£ Asn Gly Val Gly Asn Phe Arg Ala Ser Asp Asn Asp Arg Val He 
g 270 275 280 

Asg» Pro Gly Lys Val Glu Thr Leu Thr lie Arg Arg Leu His He Pro 
y 285 290 295 

. Arg Phe Tyr Leu Phe Tyr Asp Leu Ser Thr Leu Tyr Ser Leu Thr Glu 
300 305 310 

Arg Val Lys Arg He Thr Val Glu Asn Ser Lys Val Phe Leu Val Pro 
315 320 325 330 

Cys Leu Leu Ser Gin His Leu Lys Ser Leu Glu Tyr Leu Asp Leu Ser 
335 340 345 

Glu Asn Leu Met Val Glu Glu Tyr Leu Lys Asn Ser Ala Cys Glu Asp 
350 355 360 

Ala Trp Pro Ser Leu Gin Thr Leu He Leu Arg Gin Asn His Leu Ala 
365 370 375 

Ser Leu Glu Lys Thr Gly Glu Thr Leu Leu Thr Leu Lys Asn Leu Thr 
380 385 390 



Asn lie Asp lie Ser Lys Asn Ser Phe His Ser Met Pro Glu Thr Cys 
395 400 405 410 

Gin Trp Pro Glu Lys Met Lys Tyr Leu Asn Leu Ser Ser Thr Arg lie 
415 420 425 

His Ser Val Thr Gly Cys lie Pro Lys Thr Leu Glu lie Leu Asp Val 
430 435 440 

Ser Asn Asn Asn Leu Asn Leu Phe Ser Leu Asn Leu Pro Gin Leu Lys 
445 450 455 

Glu Leu Tyr lie Ser Arg Asn Lys Leu Met Thr Leu Pro Asp Ala Ser 
460 465 470 

Leu Leu Pro Met Leu Leu Val Leu Lys lie Ser Arg Asn Ala lie Thr 
475 480 485 490 

Thr Phe Ser Lys Glu Gin Leu Asp Ser Phe His Thr Leu Lys Thr Leu 
c 495 500 505 

GlK Ala Gly Gly Asn Asn Phe lie Cys Ser Cys Glu Phe Leu Ser Phe 
510 515 520 

Thr Gin Glu Gin Gin Ala Leu Ala Lys Val Leu lie Asp Trp Pro Ala 
J 525 530 535 

aJtl Tyr Leu Cys Asp Ser Pro Ser His Val Arg Gly Gin Gin Val Gin 
JL 540 545 550 

Asp Val Arg Leu Ser Val Ser Glu Cys His Arg Thr Ala Leu Val Ser 
5fe 560 565 570 

Gfy Met Cys Cys Ala Leu Phe Leu Leu lie Leu Leu Thr Gly Val Leu 
N ; 575 580 585 

Cys His Arg Phe His Gly Leu Trp Tyr Met Lys Met Met Trp Ala Trp 
590 595 600 

Leu Gin Ala Lys Arg Lys Pro Arg Lys Ala Pro Ser Arg Asn lie Cys 
605 610 615 

Tyr Asp Ala Phe Val Ser Tyr Ser Glu Arg Asp Ala Tyr Trp Val Glu 
620 625 630 

Asn Leu Met Val Gin Glu Leu Glu Asn Phe Asn Pro Pro Phe Lys Leu 
635 640 645 650 

Cys Leu His Lys Arg Asp Phe lie Pro Gly Lys Trp lie lie Asp Asn 
655 660 665 

lie He Asp Ser He Glu Lys Ser His Lys Thr Val Phe Val Leu Ser 
670 675 680 



Glu Asn Phe Val Lys Ser Glu Trp 
685 690 

His Phe Arg Leu Phe Glu Glu Asn 
700 705 

Leu Glu Pro lie Glu Lys Lys Ala 
715 720 

Arg Lys lie Met Asn Thr Lys Thr 
735 

Ala Gin Arg Glu Gly Phe Trp Val 
750 



Cys Lys Tyr Glu Leu Asp Phe Ser 
695 

Asn Asp Ala Ala lie Leu lie Leu 
710 

He Pro Gin Arg Phe Cys Lys Leu 
725 730 

Tyr Leu Glu Trp Pro Met Asp Glu 
740 745 

Asn Leu Arg Ala Ala He Lys Ser 
755 760 



<210> 5 
<211> 2715 
<212> DNA 
<2DL3> Unknown 

<2J0> 

<2j23> Description of Unknown Organism: primate; surmised 
ri Homo sapiens 

<f20> 

<E21> CDS 

<?22> (1) . . (2712) 

<^20> 

<£2l> mat_peptide 
<222> (64) . . (2712) 

<s;oo> 5 



cffig 
Met 


aga 
Arg 
-20 


cag 
Gin 


act 
Thr 


ttg 
Leu 


cct 
Pro 


tgt 
Cys 
-15 


ate 
He 


tac 
Tyr 


ttt 
Phe 


tgg 

Trp 


ggg 

Gly 
-10 


ggc 
Gly 


ctt 
Leu 


ttg 
Leu 


ccc 
Pro 


48 


ttt 
Phe 
-5 


ggg 

Gly 


atg 
Met 


ctg 
Leu 


tgt 
Cys 
-1 


gca 
Ala 
1 


tec 
Ser 


tec 
Ser 


acc 
Thr 


acc 
Thr 
5 


aag 
Lys 


tgc 
Cys 


act 
Thr 


gtt 

Val 


age 
Ser 
10 


cat 
His 


96 


gaa 
Glu 


gtt 
Val 


get 
Ala 


gac 
Asp 
15 


tgc 
Cys 


age 
Ser 


cac 
His 


ctg 
Leu 


aag 
Lys 
20 


ttg 
Leu 


act 
Thr 


cag 
Gin 


gta 
Val 


ccc gat gat 
Pro Asp Asp 
25 


144 


eta 
Leu 


ccc 
Pro 


aca 
Thr 
30 


aac 
Asn 


ata 
He 


aca 
Thr 


gtg 
Val 


ttg 
Leu 
35 


aac 
Asn 


ctt 
Leu 


acc 
Thr 


cat 
His 


aat 
Asn 
40 


caa 
Gin 


etc aga 
Leu Arg 


192 


aga 
Arg 


tta 
Leu 
45 


cca 
Pro 


gec 
Ala 


gec 
Ala 


aac 
Asn 


ttc 
Phe 
50 


aca 
Thr 


agg 

Arg 


tat 
Tyr 


age 
Ser 


cag 
Gin 
55 


eta 
Leu 


act 
Thr 


age 
Ser 


ttg 
Leu 


240 



gat gta gga ttt aac acc ate tea aaa ctg gag cca gaa ttg tgc cag 

Asp Val Gly Phe Asn Thr lie Ser Lys Leu Glu Pro 61 u Leu Cys Gin 

60 65 70 75 

aaa ctt ccc atg tta aaa gtt ttg aac etc cag cac aat gag eta tct 

Lys Leu Pro Met Leu Lys Val Leu Asn Leu Gin His Asn Glu Leu Ser 

80 85 90 

caa ctt tct gat aaa acc ttt gec ttc tgc acg aat ttg act gaa etc 

Gin Leu Ser Asp Lys Thr Phe Ala Phe Cys Thr Asn Leu Thr Glu Leu 
95 100 105 

cat etc atg tec aac tea ate cag aaa att aaa aat aat ccc ttt gtc 

His Leu Met Ser Asn Ser lie Gin Lys lie Lys Asn Asn Pro Phe Val 
110 115 120 

aag cag aag aat tta ate aca tta gat ctg tct cat aat ggc ttg tea 

Lys Gin Lys Asn Leu lie Thr Leu Asp Leu Ser His Asn Gly Leu Ser 
D 125 130 135 

tcjE aca aaa tta gga act cag gtt cag ctg gaa aat etc caa gag ctt 

Self: Thr Lys Leu Gly Thr Gin Val Gin Leu Glu Asn Leu Gin Glu Leu 

140" 145 150 155 

ct'a tta tea aac aat aaa att caa gcg eta aaa agt gaa gaa ctg gat 

Letx Leu Ser Asn Asn Lys lie Gin Ala Leu Lys Ser Glu Glu Leu Asp 

160 165 170 

a to ttt gee aat tea tct tta aaa aaa tta gag ttg tea teg aat caa 

lie Phe Ala Asn Ser Ser Leu Lys Lys Leu Glu Leu Ser Ser Asn Gin 
H 175 180 185 

att aaa gag ttt tct cca ggg tgt ttt cac gca att gga aga tta ttt 

Itfe Lys Glu Phe Ser Pro Gly Cys Phe His Ala lie Gly Arg Leu Phe 
190 195 200 

gge etc ttt ctg aac aat gtc cag ctg ggt ccc age ctt aca gag aag 

Gly Leu Phe Leu Asn Asn Val Gin Leu Gly Pro Ser Leu Thr Glu Lys 
205 210 215 

eta tgt ttg gaa tta gca aac aca age att egg aat ctg tct ctg agt 

Leu Cys Leu Glu Leu Ala Asn Thr Ser lie Arg Asn Leu Ser Leu Ser 

220 225 230 235 

aac age cag ctg tec acc acc age aat aca act ttc ttg gga eta aag 

Asn Ser Gin Leu Ser Thr Thr Ser Asn Thr Thr Phe Leu Gly Leu Lys 

240 245 250 

tgg aca aat etc act atg etc gat ctt tec tac aac aac tta aat gtg 

Trp Thr Asn Leu Thr Met Leu Asp Leu Ser Tyr Asn Asn Leu Asn Val 
255 260 265 



gtt ggt aac gat tec ttt get tgg ctt cca caa eta gaa tat ttc ttc 912 
Val Gly Asn Asp Ser Phe Ala Trp Leu Pro Gin Leu Glu Tyr Phe Phe 
270 275 280 

eta gag tat aat aat ata cag cat ttg ttt tct cac tct ttg cac ggg 960 
Leu Glu Tyr Asn Asn lie Gin His Leu Phe Ser His Ser Leu His Gly 
285 290 295 

ctt ttc aat gtg agg tac ctg aat ttg aaa egg tct ttt act aaa caa 1008 
Leu Phe Asn Val Arg Tyr Leu Asn Leu Lys Arg Ser Phe Thr Lys Gin 
300 305 310 315 

agt att tec ctt gec tea etc ccc aag att gat gat ttt tct ttt cag 1056 
Ser lie Ser Leu Ala Ser Leu Pro Lys lie Asp Asp Phe Ser Phe Gin 
320 325 330 

tgg eta aaa tgt ttg gag cac ctt aac atg gaa gat aat gat att cca 1104 
Trp Leu Lys Cys Leu Glu His Leu Asn Met Glu Asp Asn Asp lie Pro 
335 340 345 

ggC=ata aaa age aat atg ttc aca gga ttg ata aac ctg aaa tac tta 1152 
Glyjlle Lys Ser Asn Met Phe Thr Gly Leu lie Asn Leu Lys Tyr Leu 
350 355 360 ' 

agfh eta tec aac tec ttt aca agt ttg cga act ttg aca aat gaa aca 1200 
Se&'. Leu Ser Asn Ser Phe Thr Ser Leu Arg Thr Leu Thr Asn Glu Thr 
J: 365 370 375 

ttfT gta tea ctt get cat tct ccc tta cac ata etc aac eta acc aag 1248 
Phk Val Ser Leu Ala His Ser Pro Leu His lie Leu Asn Leu Thr Lys 
38$ 385 390 395 

aa|l aaa ate tea aaa ata gag agt gat get ttc tct tgg ttg ggc cac 1296 
Asn Lys lie Ser Lys lie Glu Ser Asp Ala Phe Ser Trp Leu Gly His 
f= j 400 405 410 

eta gaa gta ctt gac ctg ggc ctt aat gaa att ggg caa gaa etc aca 1344 
Leu Glu Val Leu Asp Leu Gly Leu Asn Glu He Gly Gin Glu Leu Thr 
415 420 425 

ggc cag gaa tgg aga ggt eta gaa aat att ttc gaa ate tat ctt tec 1392 
Gly Gin Glu Trp Arg Gly Leu Glu Asn He Phe Glu He Tyr Leu Ser 
430 435 440 

tac aac aag tac ctg cag ctg act agg aac tec ttt gee ttg gtc cca 1440 
Tyr Asn Lys Tyr Leu Gin Leu Thr Arg Asn Ser Phe Ala Leu Val Pro 
445 450 455 

age ctt caa cga ctg atg etc cga agg gtg gec ctt aaa aat gtg gat 1488 
Ser Leu Gin Arg Leu Met Leu Arg Arg Val Ala Leu Lys Asn Val Asp 
460 465 470 475 

age tct cct tea cca ttc cag cct ctt cgt aac ttg acc att ctg gat 1536 
Ser Ser Pro Ser Pro Phe Gin Pro Leu Arg Asn Leu Thr He Leu Asp 



480 485 490 



eta 
Leu 


age 
Ser 


aac 
Asn 


aac 
Asn 
495 


aac 
Asn 


ata 
He 


gec 
Ala 


aac 
Asn 


ata 
He 
500 


aat 
Asn 


gat 
Asp 


gac 
Asp 


atg 
Met 


ttg 
Leu 
505 


gag 

Glu 


ggt 
Gly 


1584 


ctt 
Leu 


gag 

Glu 


aaa 
Lys 
510 


eta 

Leu 


gaa 
Glu 


att 

He 


etc 
Leu 


gat 
Asp 
515 


ttg 
Leu 


cag 
Gin 


cat 
His 


aac 
Asn 


aac 
Asn 
520 


tta 
Leu 


gca 
Ala 


egg 
Arg 


1632 


etc 
Leu 


tgg 

Trp 
525 


aaa 
Lys 


cac 
His 


gca 
Ala 


aac 
Asn 


cct 
Pro 
530 


ggt 

Gly 


ggt 

Gly 


ccc 
Pro 


att 
He 


tat 
Tyr 
535 


ttc 
Phe 


eta 
Leu 


aag 
Lys 


ggt 

Gly 


1680 


ctg 
Leu 
540 


tct 
Ser 


cac 
His 


etc 
Leu 


cac 
His 


ate 
He 
545 


ctt 
Leu 


aac 
Asn 


ttg 
Leu 


gag 

Glu 


tec 
Ser 
550 


aac 
Asn 


ggc 

Gly 


ttt 
Phe 


gac 
Asp 


gag 

Glu 
555 


1728 


ate 
lie. 


cca 
Pro 


gtt 
Val 


gag 

Glu 


gtc 
Val 
560 


ttc 
Phe 


aag 
Lys 


gat 
Asp 


tta 
Leu 


ttt 

Phe 
565 


gaa 
Glu 


eta 
Leu 


aag 
Lys 


ate 
lie 


ate 
He 
570 


gat 
Asp 


1776 


tt€ 

Ley 


gga 
Gly 


ttg 
Leu 


aat 
Asn 
575 


aat 
Asn 


tta 

Leu 


aac 
Asn 


aca 
Thr 


ctt 
Leu 
580 


cca 
Pro 


gca 
Ala 


tct 

Ser 


gtc 
Val 


ttt 
Phe 
585 


aat 
Asn 


aat 
Asn 


1824 


cag 
GM 


gtg 
Val 


tct 
Ser 
590 


eta 
Leu 


aag 
Lys 


tea 
Ser 


ttg 
Leu 


aac 
Asn 
595 


ctt 
Leu 


cag 
Gin 


aag 
Lys 


aat 
Asn 


etc 
Leu 
600 


ata 
He 


aca 
Thr 


tec 
Ser 


1872 


gtffc 
Val 


gag 

Glu 
605 


aag 
Lys 


aag 
Lys 


gtt 
Val 


ttc 
Phe 


ggg 

Gly 
610 


cca 
Pro 


get 
Ala 


ttc 
Phe 


agg 
Arg 


aac 
Asn 
615 


ctg 
Leu 


act 
Thr 


gag 
Glu 


tta 
Leu 


1920 


gpt 
Asp 
620 


atg 
Met 


cgc 
Arg 


ttt 
Phe 


aat 
Asn 


ccc 
Pro 
625 


ttt 

Phe 


gat 
Asp 


tgc 
Cys 


acg 
Thr 


tgt 
Cys 
630 


gaa 
Glu 


agt 
Ser 


att 
He 


gec 
Ala 


tgg 
Trp 
635 


1968 


ttt 
Phe 


gtt 
Val 


aat 
Asn 


tgg 

Trp 


att 
He 
640 


aac 
Asn 


gag 

Glu 


acc 
Thr 


cat 
His 


acc 
Thr 
645 


aac 
Asn 


ate 
He 


cct 
Pro 


gag 

Glu 


ctg 
Leu 
650 


tea 
Ser 


2016 


age 
Sex 


cac 
His 


tac 

Tvr 
A jr x 


ctt 
655 


tgc 
Cys 


aac 


act 
Thr 


cca 
Pro 


cct 
Pro 
660 


cac 
His 


tat 
Tyr 


cat 
His 


ggg 

Gly 


ttc 
Phe 
665 


cca 
Pro 


gtg 

Val 


2064 


aga 
Arg 


ctt 
Leu 


ttt 
Phe 
670 


gat 
Asp 


aca 
Thr 


tea 
Ser 


tct 
Ser 


tgc 
Cys 
675 


aaa 
Lys 


gac 
Asp 


agt 

Ser 


gec 
Ala 


ccc 
Pro 
680 


ttt 

Phe 


gaa 

Glu 


etc 
Leu 


2112 


ttt 
Phe 


ttc 
Phe 


atg 
Met 


ate 
He 


aat 
Asn 


acc 
Thr 


agt 
Ser 


ate 
He 


ctg 
Leu 


ttg 
Leu 


att 
He 


ttt 
Phe 


ate 
He 


ttt 
Phe 


att 
He 


gta 
Val 


2160 



685 690 695 



ctt etc ate cac ttt gag ggc tgg agg ata tct ttt tat tgg aat gtt 2208 
Leu Leu He His Phe Glu Gly Trp Arg He Ser Phe Tyr Trp Asn Val 
700 705 710 715 

tea gta cat cga gtt ctt ggt ttc aaa gaa ata gac aga cag aca gaa 2256 
Ser Val His Arg Val Leu Gly Phe Lys Glu He Asp Arg Gin Thr Glu 
720 725 730 

cag ttt gaa tat gca gca tat ata att cat gec tat aaa gat aag gat 2304 
Gin Phe Glu Tyr Ala Ala Tyr He He His Ala Tyr Lys Asp Lys Asp 
735 740 745 

tgg gtc tgg gaa cat ttc tct tea atg gaa aag gaa gac caa tct etc 2352 
Trp Val Trp Glu His Phe Ser Ser Met Glu Lys Glu Asp Gin Ser Leu 
750 755 760 

aaa ttt tgt ctg gaa gaa agg gac ttt gag gcg ggt gtt ttt gaa eta 2400 
Lys Phe Cys Leu Glu Glu Arg Asp Phe Glu Ala Gly Val Phe Glu Leu 
765 770 775 

gaS gca att gtt aac age ate aaa aga age aga aaa att att ttt gtt 2448 
Glj& Ala He Val Asn Ser He Lys Arg Ser Arg Lys He He Phe Val 
7%0 785 790 795 

ajflp. aca cac cat eta tta aaa gac cca tta tgc aaa aga ttc aag gta 2496 
lie Thr His His Leu Leu Lys Asp Pro Leu Cys Lys Arg Phe Lys Val 
800 805 810 

cj&t cat gca gtt caa caa get att gaa caa aat ctg gat tec att ata 2544 
H& His Ala Val Gin Gin Ala He Glu Gin Asn Leu Asp Ser He He 
E 815 820 825 

tifcjg gtt ttc ctt gag gag att cca gat tat aaa ctg aac cat gca etc 2592 

Ll'u Val Phe Leu Glu Glu He Pro Asp Tyr Lys Leu Asn His Ala Leu 
H 830 835 840 

tgt ttg cga aga gga atg ttt aaa tct cac tgc ate ttg aac tgg cca 2640 

Cys Leu Arg Arg Gly Met Phe Lys Ser His Cys He Leu Asn Trp Pro 
845 850 855 

gtt cag aaa gaa egg ata ggt gec ttt cgt cat aaa ttg caa gta gca 2688 
Val Gin Lys Glu Arg He Gly Ala Phe Arg His Lys Leu Gin Val Ala 
860 865 870 875 

ctt gga tec aaa aac tct gta cat taa 2715 
Leu Gly Ser Lys Asn Ser Val His 
880 



<210> 6 
<211> 904 
<212> PRT 
<213> Unknown 



Met Arg Gin Thr Leu Pro Cys lie Tyr Phe Trp Gly Gly Leu Leu Pro 
-20 -15 -10 

Phe Gly Met Leu Cys Ala Ser Ser Thr Thr Lys Cys Thr Val Ser His 
-5 -11 5 10 

Glu Val Ala Asp Cys Ser .His Leu Lys Leu Thr Gin Val Pro Asp Asp 
15 20 25 

Leu Pro Thr Asn lie Thr Val Leu Asn Leu Thr His Asn Gin Leu Arg 
30 35 40 

Arg Leu Pro Ala Ala Asn Phe Thr Arg Tyr Ser Gin Leu Thr Ser Leu 
45 50 55 

Asp Val Gly Phe Asn Thr lie Ser Lys Leu Glu Pro Glu Leu Cys Gin 
60 65 70 75 

Lys Leu Pro Met Leu Lys Val Leu Asn Leu Gin His Asn Glu Leu Ser 
80 85 90 

Gift Leu Ser Asp Lys Thr Phe Ala Phe Cys Thr Asn Leu Thr Glu Leu 
95 100 105 

H5?s Leu Met Ser Asn Ser lie Gin Lys lie Lys Asn Asn Pro Phe Val 
110 115 120 

Lyb Gin Lys Asn Leu lie Thr Leu Asp Leu Ser His Asn Gly Leu Ser 
125 130 135 

Ser Thr Lys Leu Gly Thr Gin Val Gin Leu Glu Asn Leu Gin Glu Leu 
110 145 150 155 

Leu Leu Ser Asn Asn Lys lie Gin Ala Leu Lys Ser Glu Glu Leu Asp 
160 165 170 

lie Phe Ala Asn Ser Ser Leu Lys Lys Leu Glu Leu Ser Ser Asn Gin 
175 180 185 

lie Lys Glu Phe Ser Pro Gly Cys Phe His Ala lie Gly Arg Leu Phe 
190 195 200 

Gly Leu Phe Leu Asn Asn Val Gin Leu Gly Pro Ser Leu Thr Glu Lys 
205 210 215 

Leu Cys Leu Glu Leu Ala Asn Thr Ser lie Arg Asn Leu Ser Leu Ser 
220 225 230 235 

Asn Ser Gin Leu Ser Thr Thr Ser Asn Thr Thr Phe Leu Gly Leu Lys 
240 245 250 



Trp Thr Asn Leu Thr Met Leu Asp Leu Ser Tyr Asn Asn Leu Asn Val 
255 260 265 

Val Gly Asn Asp Ser Phe Ala Trp Leu Pro Gin Leu Glu Tyr Phe Phe 
270 275 280 

Leu Glu Tyr Asn Asn He Gin His Leu Phe Ser His Ser Leu His Gly 
285 290 295 

Leu Phe Asn Val Arg Tyr Leu Asn Leu Lys Arg Ser Phe Thr Lys Gin 
300 305 310 315 

Ser He Ser Leu Ala Ser Leu Pro Lys He Asp Asp Phe Ser Phe Gin 
320 325 330 

Trp Leu Lys Cys Leu Glu His Leu Asn Met Glu Asp Asn Asp He Pro 
335 340 345 

Gly He Lys Ser Asn Met Phe Thr Gly Leu He Asn Leu Lys Tyr Leu 
350 355 360 

Sek Leu Ser Asn Ser Phe Thr Ser Leu Arg Thr Leu Thr Asn Glu Thr 
J 365 370 375 

P&fe Val Ser Leu Ala His Ser Pro Leu His He Leu Asn Leu Thr Lys 
3kb 385 390 395 

AJth Lys He Ser Lys He Glu Ser Asp Ala Phe Ser Trp Leu Gly His 
iH: 400 405 410 

ligu Glu Val Leu Asp Leu Gly Leu Asn Glu He Gly Gin Glu Leu Thr 
^ 415 420 425 

Gly Gin Glu Trp Arg Gly Leu Glu Asn He Phe Glu He Tyr Leu Ser 
Q 430 435 440 

Tyr Asn Lys Tyr Leu Gin Leu Thr Arg Asn Ser Phe Ala Leu Val Pro 
445 450 455 

Ser Leu Gin Arg Leu Met Leu Arg Arg Val Ala Leu Lys Asn Val Asp 
460 465 470 475 

Ser Ser Pro Ser Pro Phe Gin Pro Leu Arg Asn Leu Thr He Leu Asp 
480 485 490 

Leu Ser Asn Asn Asn He Ala Asn He Asn Asp Asp Met Leu Glu Gly 
495 500 505 

Leu Glu Lys Leu Glu He Leu Asp Leu Gin His Asn Asn Leu Ala Arg 
510 515 520 

Leu Trp Lys His Ala Asn Pro Gly Gly Pro He Tyr Phe Leu Lys Gly 
525 530 535 



Leu Ser His Leu His lie Leu Asn Leu Glu Ser Asn Gly Phe Asp Glu 
540 545 550 

He Pro Val Glu Val Phe Lys Asp Leu Phe Glu Leu Lys lie lie Asp 

560 565 
Leu Gly Leu Asn Asn Leu Asn Thr Leu Pro Ala Ser Val Phe Asn Asn 



575 



Gin Val Ser Leu Lys Ser Leu Asn Leu Gin Lys Asn Leu lie Thr Ser 



590 



Val Glu Lys Lys Val Phe Gly Pro Ala Phe Arg Asn Leu Thr Glu Leu 
610 615 



605 

Asp Met Arg Phe Asn Pro Phe Asp Cys Thr Cys Glu Ser lie Ala Trp 

620 625 

Phe Val Asn Trp lie Asn Glu Thr His Thr Asn He Pro Glu Leu Ser 



64 



Ser His Tyr Leu Cys Asn Thr Pro Pro His Tyr His Gly Phe Pro Val 



655 



A|g Leu Phe Asp Thr Ser Ser Cys Lys Asp Ser Ala Pro Phe Glu Leu 



670 



Je Phe Met lie Asn Thr Ser lie Leu Leu lie Phe lie Phe lie Val 
, 685 690 695 

llu Leu lie His Phe Glu Gly Trp Arg He Ser Phe Tyr Trp Asn val 



MO 705 "0 



fj§r Val His Arg Val Leu Gly Phe Lys Glu He Asp Arg Gin Thr Glu 



720 



Gin Phe Glu Tyr Ala Ala Tyr lie lie His Ala Tyr Lys Asp Lys Asp 

735 740 
Trp Val Trp Glu His Phe Ser Ser Met Glu Lys Glu Asp Gin Ser Leu 

750 755 
Lys Phe Cys Leu Glu Glu Arg Asp Phe Glu Ala Gly Val Phe Glu Leu 

765 7 ™ 775 

Glu Ala He Val Asn Ser lie Lys Arg Ser Arg Lys lie lie Phe Val 
780 7 85 790 

lie Thr His His Leu Leu Lys Asp Pro Leu Cys Lys Arg Phe Lys Val 

800 bUb 
His His Ala Val Gin Gin Ala lie Glu Gin Asn Leu Asp Ser lie lie 
81S 820 



Leu Val Phe Leu Glu Glu 
830 

Cys Leu Arg Arg Gly Met 
845 

Val Gin Lys Glu Arg He 
860 865 

Leu Gly Ser Lys Asn Ser 
880 



He Pro Asp Tyr Lys 
835 

Phe Lys Ser His Cys 
850 

Gly Ala Phe Arg His 
870 

Val His 



Leu Asn His Ala Leu 
840 



He Leu Asn Trp Pro 
855 

Lys Leu Gin Val Ala 
875 



<210> 7 
<211> 2400 
<212> DNA 
<213> Unknown 

<220> 

<2Si3> Description of Unknown Organism: primate; surmised 
yg Homo sapiens 

<2p0> 

<221> CDS 

<#2> (1) . . (2397) 

<fi?0> 7 

a ltg 9 a 9 ct 9 aat ttc tac aaa ate ccc gac aac etc ccc ttc tea ace 48 

Mpt Glu Leu Asn Phe Tyr Lys He Pro Asp Asn Leu Pro Phe Ser Thr 
5 10 15 

aijig aac ctg gac ctg age ttt aat ccc ctg agg cat tta ggc age tat 96 
Lys Asn Leu Asp Leu Ser Phe Asn Pro Leu Arg His Leu Gly Ser Tyr 
j=f 20 25 30 

age ttc ttc agt ttc cca gaa ctg cag gtg ctg gat tta tec agg tgt 144 
Ser Phe Phe Ser Phe Pro Glu Leu Gin Val Leu Asp Leu Ser Arg Cys 
35 40 45 

gaa ate cag aca att gaa gat ggg gca tat cag age eta age cac etc 192 
Glu He Gin Thr He Glu Asp Gly Ala Tyr Gin Ser Leu Ser His Leu 
50 55 60 

tct acc tta ata ttg aca gga aac ccc ate cag agt tta gee ctg gga 240 
Ser Thr Leu He Leu Thr Gly Asn Pro He Gin Ser Leu Ala Leu Gly 
65 70 75 80 

gec ttt tct gga eta tea agt tta cag aag ctg gtg get gtg gag aca 288 
Ala Phe Ser Gly Leu Ser Ser Leu Gin Lys Leu Val Ala Val Glu Thr 
85 90 95 



aat eta gca tct eta gag aac ttc ccc att gga cat etc aaa act ttg 336 
Asn Leu Ala Ser Leu Glu Asn Phe Pro He Gly His Leu Lys Thr Leu 



aaa gaa ctt aat gtg get cac aat ctt ate caa tct ttc aaa tta cct 384 

Lys Glu Leu Asn Val Ala His Asn Leu lie Gin Ser Phe Lys Leu Pro 

115 120 125 

gag tat ttt tct aat ctg ace aat eta gag cac ttg gac ctt tec age 432 

Glu Tyr Phe Ser Asn Leu Thr Asn Leu Glu His Leu Asp Leu Ser Ser 

130 135 140 

aac aag att caa agt att tat tgc aca gac ttg egg gtt eta cat caa 480 

Asn Lys He Gin Ser He Tyr Cys Thr Asp Leu Arg Val Leu His Gin 

145 150 155 160 

atg ccc eta etc aat etc tct tta gac ctg tec ctg aac cct atg aac 528 

Met Pro Leu Leu Asn Leu Ser Leu Asp Leu Ser Leu Asn Pro Met Asn 

165 170 175 

ttt ate caa cca ggt gca ttt aaa gaa att agg ctt cat aag ctg act 57 6 

Phe He Gin Pro Gly Ala Phe Lys Glu He Arg Leu His Lys Leu Thr 

O 180 185 190 

ttaPaga aat aat ttt gat agt tta aat gta atg aaa act tgt att caa 624 

Le^lArg Asn Asn Phe Asp Ser Leu Asn Val Met Lys Thr Cys He Gin 

O 195 200 205 

ggtf; ctg get ggt tta gaa gtc cat cgt ttg gtt ctg gga gaa ttt aga 672 

Glf& Leu Ala Gly Leu Glu Val His Arg Leu Val Leu Gly Glu Phe Arg 

= 210 215 220 

aafi gaa gga aac ttg gaa aag ttt gac aaa tct get eta gag ggc ctg 72 0 

As|a, Glu Gly Asn Leu Glu Lys Phe Asp Lys Ser Ala Leu Glu Gly Leu 

22g 230 235 240 

tgy| aat ttg acc att gaa gaa ttc cga tta gca tac tta gac tac tac 768 

Cys Asn Leu Thr He Glu Glu Phe Arg Leu Ala Tyr Leu Asp Tyr Tyr 

245 250 255 

etc gat gat att att gac tta ttt aat tgt ttg aca aat gtt tct tea 816 

Leu Asp Asp He He Asp Leu Phe Asn Cys Leu Thr Asn Val Ser Ser 

260 265 270 

ttt tec ctg gtg agt gtg act att gaa agg gta aaa gac ttt tct tat 864 

Phe Ser Leu Val Ser Val Thr He Glu Arg Val Lys Asp Phe Ser Tyr 

275 280 285 

aat ttc gga tgg caa cat tta gaa tta gtt aac tgt aaa ttt gga cag 912 

Asn Phe Gly Trp Gin His Leu Glu Leu Val Asn Cys Lys Phe Gly Gin 

290 295 300 

ttt ccc aca ttg aaa etc aaa tct etc aaa agg ctt act ttc act tec 960 
Phe Pro Thr Leu Lys Leu Lys Ser Leu Lys Arg Leu Thr Phe Thr Ser 

305 310 315 320 



aac aaa ggt ggg aat get ttt tea gaa gtt gat eta cca age ctt gag 1008 
Asn Lys Gly Gly Asn Ala Phe Ser Glu Val Asp Leu Pro Ser Leu Glu 

325 330 335 

ttt eta gat etc agt aga aat ggc ttg agt ttc aaa ggt tgc tgt tct 1056 
Phe Leu Asp Leu Ser Arg Asn Gly Leu Ser Phe Lys Gly Cys Cys Ser 

340 345 350 

caa agt gat ttt ggg aca acc age eta aag tat tta gat ctg age ttc 1104 
Gin Ser Asp Phe Gly Thr Thr Ser Leu Lys Tyr Leu Asp Leu Ser Phe 

355 360 365 

aat ggt gtt att acc atg agt tea aac ttc ttg ggc tta gaa caa eta 1152 

Asn Gly Val He Thr Met Ser Ser Asn Phe Leu Gly Leu Glu Gin Leu 

370 375 380 

gaa cat ctg gat ttc cag cat tec aat ttg aaa caa atg agt gag ttt 1200 

Glu His Leu Asp Phe Gin His Ser Asn Leu Lys Gin Met Ser Glu Phe 

385 390 395 400 

tclKgta ttc eta tea etc aga aac etc att tac ctt gac att tct cat 1248 

SeSiVal Phe Leu Ser Leu Arg Asn Leu He Tyr Leu Asp He Ser His 

S 405 410 415 

act' cac acc aga gtt get ttc aat ggc ate ttc aat ggc ttg tec agt 1296 

Thfe His Thr Arg Val Ala Phe Asn Gly He Phe Asn Gly Leu Ser Ser 

;J 420 425 430 

ctfg gaa gtc ttg aaa atg get ggc aat tct ttc cag gaa aac ttc ctt 1344 

Ldd Glu Val Leu Lys Met Ala Gly Asn Ser Phe Gin Glu Asn Phe Leu 

jD 435 440 445 

cdhi gat ate ttc aca gag ctg aga aac ttg acc ttc ctg gac etc tct 1392 

PiS Asp He Phe Thr Glu Leu Arg Asn Leu Thr Phe Leu Asp Leu Ser 

f* 450 455 460 

cag tgt caa ctg gag cag ttg tct cca aca gca ttt aac tea etc tec 1440 

Gin Cys Gin Leu Glu Gin Leu Ser Pro Thr Ala Phe Asn Ser Leu Ser 

465 470 475 480 

agt ctt cag gta eta aat atg age cac aac aac ttc ttt tea ttg gat 1488 

Ser Leu Gin Val Leu Asn Met Ser His Asn Asn Phe Phe Ser Leu Asp 

485 490 495 

acg ttt cct tat aag tgt ctg aac tec etc cag gtt ctt gat tac agt 1536 

Thr Phe Pro Tyr Lys Cys Leu Asn Ser Leu Gin Val Leu Asp Tyr Ser 

500 505 510 

etc aat cac ata atg act tec aaa aaa cag gaa eta cag cat ttt cca 1584 

Leu Asn His He Met Thr Ser Lys Lys Gin Glu Leu Gin His Phe Pro 

515 520 525 

agt agt eta get ttc tta aat ctt act cag aat gac ttt get tgt act 1632 



Ser Ser Leu Ala Phe Leu Asn Leu Thr Gin Asn Asp Phe Ala Cys Thr 
530 535 540 

tgt gaa cac cag agt ttc ctg caa tgg ate aag gac cag agg cag etc 
Cys Glu His Gin Ser Phe Leu Gin Trp lie Lys Asp Gin Arg Gin Leu 
545 550 555 560 

ttg gtg gaa gtt gaa cga atg gaa tgt gca aca cct tea gat aag cag 
Leu Val Glu Val Glu Arg Met Glu Cys Ala Thr Pro Ser Asp Lys Gin 
565 570 575 

ggc atg cct gtg ctg agt ttg aat ate ace tgt cag atg aat aag acc 
Gly Met Pro Val Leu Ser Leu Asn lie Thr Cys Gin Met Asn Lys Thr 
580 585 590 

ate att ggt gtg teg gtc etc agt gtg ctt gta gta tct gtt gta gca 
He He Gly Val Ser Val Leu Ser Val Leu Val Val Ser Val Val Ala 
595 600 605 

gtt ctg gtc tat aag ttc tat ttt cac ctg atg ctt ctt get ggc tgc 
Vat Leu Val Tyr Lys Phe Tyr Phe His Leu Met Leu Leu Ala Gly Cys 
f 610 615 620 

aifa aag tat ggt aga ggt gaa aac ate tat gat gee ttt gtt ate tac 
lie Lys Tyr Gly Arg Gly Glu Asn He Tyr Asp Ala Phe Val He Tyr 
6f5 630 635 640 

tfea age cag gat gag gac tgg gta agg aat gag eta gta aag aat tta 
Ser Ser Gin Asp Glu Asp Trp Val Arg Asn Glu Leu Val Lys Asn Leu 
O 645 650 655 

gaa gaa ggg gtg cct cca ttt cag etc tgc ctt cac tac aga gac ttt 
Gjju Glu Gly Val Pro Pro Phe Gin Leu Cys Leu His Tyr Arg Asp Phe 
Q 660 665 670 

att ccc ggt gtg gec att get gec aac ate ate cat gaa ggt ttc cat 
He Pro Gly Val Ala He Ala Ala Asn He He His Glu Gly Phe His 
675 680 685 

aaa age cga aag gtg att gtt gtg gtg tec cag cac ttc ate cag age 
Lys Ser Arg Lys Val He Val Val Val Ser Gin His Phe He Gin Ser 
690 695 700 

cgc tgg tgt ate ttt gaa tat gag att get cag acc tgg cag ttt ctg 
Arg Trp Cys He Phe Glu Tyr Glu He Ala Gin Thr Trp Gin Phe Leu 
705 710 715 720 

age agt cgt get ggt ate ate ttc att gtc ctg cag aag gtg gag aag 
Ser Ser Arg Ala Gly He He Phe He Val Leu Gin Lys Val Glu Lys 
725 730 735 

acc ctg etc agg cag cag gtg gag ctg tac cgc ctt etc age agg aac 
Thr Leu Leu Arg Gin Gin Val Glu Leu Tyr Arg Leu Leu Ser Arg Asn 



740 



745 



750 



act tac ctg gag tgg gag gac agt gtc ctg ggg egg cac ate ttc tgg 23 04 

Thr Tyr Leu Glu Trp Glu Asp Ser Val Leu Gly Arg His He Phe Trp 

755 760 765 

aga cga etc aga aaa gec ctg ctg gat ggt aaa tea tgg aat cca gaa 23 52 

Arg Arg Leu Arg Lys Ala Leu Leu Asp Gly Lys Ser Trp Asn Pro Glu 

770 775 780 

gga aca gtg ggt aca gga tgc aat tgg cag gaa gca aca tct ate tga 24 00 

Gly Thr Val Gly Thr Gly Cys Asn Trp Gin Glu Ala Thr Ser He 

785 790 795 



<210> 8 
<211> 799 
<212> PRT 
<213> Unknown 



<4A0> 8 

Me£ Glu Leu Asn Phe Tyr Lys He Pro Asp Asn Leu Pro Phe Ser Thr 
% 5 10 .'15 

Lyis Asn Leu Asp Leu Ser Phe Asn Pro Leu Arg His Leu Gly Ser Tyr 
S 20 25 30 

S&t Phe Phe Ser Phe Pro Glu Leu Gin Val Leu Asp Leu Ser Arg Cys 
hA 35 40 45 

Gfil He Gin Thr He Glu Asp Gly Ala Tyr Gin Ser Leu Ser His Leu 
*0 50 55 60 

sSir Thr Leu He Leu Thr Gly Asn Pro He Gin Ser Leu Ala Leu Gly 
S5 70 75 80 



Ala Phe Ser Gly Leu Ser Ser Leu Gin Lys Leu Val Ala Val Glu Thr 
85 90 95 

Asn Leu Ala Ser Leu Glu Asn Phe Pro He Gly His Leu Lys Thr Leu 
100 105 110 

Lys Glu Leu Asn Val Ala His Asn Leu He Gin Ser Phe Lys Leu Pro 
115 120 125 

Glu Tyr Phe Ser Asn Leu Thr Asn Leu Glu His Leu Asp Leu Ser Ser 
130 135 140 

Asn Lys He Gin Ser He Tyr Cys Thr Asp Leu Arg Val Leu His Gin 

145 150 155 160 

Met Pro Leu Leu Asn Leu Ser Leu Asp Leu Ser Leu Asn Pro Met Asn 
165 170 175 



Phe lie Gin Pro Gly Ala Phe Lys Glu He Arg Leu His Lys Leu Thr 
180 185 190 

Leu Arg Asn Asn Phe Asp Ser Leu Asn Val Met Lys Thr Cys He Gin 
195 200 205 

Gly Leu Ala Gly Leu Glu Val His Arg Leu Val Leu Gly Glu Phe Arg 
210 215 220 

Asn Glu Gly Asn Leu Glu Lys Phe Asp Lys Ser Ala Leu Glu Gly Leu 
225 230 235 240 

Cys Asn Leu Thr He Glu Glu Phe Arg Leu Ala Tyr Leu Asp Tyr Tyr 
245 250 255 

Leu Asp Asp He He Asp Leu Phe Asn Cys Leu Thr Asn Val Ser Ser 
260 265 270 

Phe Ser Leu Val Ser Val Thr He Glu Arg Val Lys Asp Phe Ser Tyr 
275 280 285 

Asi Phe Gly Trp Gin His Leu Glu Leu Val Asn Cys Lys Phe Gly Gin 
Ci 290 295 300 

Pig Pro Thr Leu Lys Leu Lys Ser Leu Lys Arg Leu Thr Phe Thr Ser 
3 03 310 315 320 

Asn Lys Gly Gly Asn Ala Phe Ser Glu Val Asp Leu Pro Ser Leu Glu 
325 330 335 

Pie Leu Asp Leu Ser Arg Asn Gly Leu Ser Phe Lys Gly Cys Cys Ser 
C 340 345 350 

G& Ser Asp Phe Gly Thr Thr Ser Leu Lys Tyr Leu Asp Leu Ser Phe 

C 355 360 365 

Asn Gly Val He Thr Met Ser Ser Asn Phe Leu Gly Leu Glu Gin Leu 
370 375 380 

Glu His Leu Asp Phe Gin His Ser Asn Leu Lys Gin Met Ser Glu Phe 
385 390 395 400 

Ser Val Phe Leu Ser Leu Arg Asn Leu He Tyr Leu Asp He Ser His 
405 410 415 

Thr His Thr Arg Val Ala Phe Asn Gly He Phe Asn Gly Leu Ser Ser 
420 425 430 

Leu Glu Val Leu Lys Met Ala Gly Asn Ser Phe Gin Glu Asn Phe Leu 
435 440 445 

Pro Asp He Phe Thr Glu Leu Arg Asn Leu Thr Phe Leu Asp Leu Ser 
450 455 460 



Gin Cys Gin Leu Glu Gin Leu Ser Pro Thr Ala Phe Asn Ser Leu Ser 
465 470 475 480 

Ser Leu Gin Val Leu Asn Met Ser His Asn Asn Phe Phe Ser Leu Asp 
485 490 495 

Thr Phe Pro Tyr Lys Cys Leu Asn Ser Leu Gin Val Leu Asp Tyr Ser 
500 505 510 

Leu Asn His He Met Thr Ser Lys Lys Gin Glu Leu Gin His Phe Pro 
515 520 525 

Ser Ser Leu Ala Phe Leu Asn Leu Thr Gin Asn Asp Phe Ala Cys Thr 
530 535 540 

Cys Glu His Gin Ser Phe Leu Gin Trp He Lys Asp Gin Arg Gin Leu 
545 550 555 560 

Leu Val Glu Val Glu Arg Met Glu Cys Ala Thr Pro Ser Asp Lys Gin 
O 565 570 575 

Gl}f Met Pro Val Leu Ser Leu Asn He Thr Cys Gin Met Asn Lys Thr 
580 585 590 

III He Gly Val Ser Val Leu Ser Val Leu Val Val Ser Val Val Ala 
J 595 600 605 

Vetf Leu Val Tyr Lys Phe Tyr Phe His Leu Met Leu Leu Ala Gly Cys 
JL 610 615 620 

Iiy Lys Tyr Gly Arg Gly Glu Asn He Tyr Asp Ala Phe Val He Tyr 
6f| 630 635 640 

S$r Ser Gin Asp Glu Asp Trp Val Arg Asn Glu Leu Val Lys Asn Leu 
H 645 650 655 

Glu Glu Gly Val Pro Pro Phe Gin Leu Cys Leu His Tyr Arg Asp Phe 
660 665 670 

He Pro Gly Val Ala He Ala Ala Asn He He His Glu Gly Phe His 
675 680 685 

Lys Ser Arg Lys Val He Val Val Val Ser Gin His Phe He Gin Ser 
690 695 700 

Arg Trp Cys He Phe Glu Tyr Glu He Ala Gin Thr Trp Gin Phe Leu 
705 710 715 720 

Ser Ser Arg Ala Gly He He Phe He Val Leu Gin Lys Val Glu Lys 
725 730 735 

Thr Leu Leu Arg Gin Gin Val Glu Leu Tyr Arg Leu Leu Ser Arg Asn 
740 • 745 750 



Thr Tyr Leu Glu Trp Glu Asp Ser Val Leu Gly Arg His lie Phe Trp 
755 760 765 

Arg Arg Leu Arg Lys Ala Leu Leu Asp Gly Lys Ser Trp Asn Pro Glu 
770 775 780 

Gly Thr Val Gly Thr Gly Cys Asn Trp Gin Glu Ala Thr Ser He 
785 790 795 



<210> 9 

<211> 1275 

<212> DNA 

<213> Unknown 

<220> 

<223> Description of Unknown Organism: primate; surmised 
Homo sapiens 

<Q0> 

<mi> cds 

<p2> (1) . . (1095) 
<SP0> 9 

tgt tgg gat gtt ttt gag gga ctt tct cat ctt caa gtt ctg tat ttg 48 
qgjs Trp Asp Val Phe Glu Gly Leu Ser His Leu Gin Val Leu Tyr Leu 
LP- S 10 15 

aat cat aac tat ctt aat tec ctt cca cca gga gta ttt age cat ctg 96 
Asn His Asn Tyr Leu Asn Ser Leu Pro Pro Gly Val Phe Ser His Leu 
iS 20 25 30 

cjljt gca tta agg gga eta age etc aac tec aac agg ctg aca gtt ctt 144 

iSir Ala Leu Arg Gly Leu Ser Leu Asn Ser Asn Arg Leu Thr Val Leu 
^ 35 40 45 

tct cac aat gat tta cct get aat tta gag ate ctg gac ata tec agg 192 

Ser His Asn Asp Leu Pro Ala Asn Leu Glu He Leu Asp He Ser Arg 
50 55 60 

aac cag etc eta get cct aat cct gat gta ttt gta tea ctt agt gtc 240 
Asn Gin Leu Leu Ala Pro Asn Pro Asp Val Phe Val Ser Leu Ser Val 
65 70 75 80 

ttg gat ata act cat aac aag ttc att tgt gaa tgt gaa ctt age act 288 
Leu Asp He Thr His Asn Lys Phe He Cys Glu Cys Glu Leu Ser Thr 
85 90 95 



ttt ate aat tgg ctt aat cac ace aat gtc act ata get ggg cct cct 336 
Phe He Asn Trp Leu Asn His Thr Asn Val Thr He Ala Gly Pro Pro 
100 105 110 



- = t-.t- fat ata tac cct gac teg ttc tct ggg gtt tec etc 
III !sp Til Tyr Cys Va? Tyr Pro Asp Sar Phe Ser Gly Val Ser Leu 
115 120 

111 % feu E E? i" ay cf s £ SS SS §£ & £ SI £ 

130 135 

^ t-t-^ =t-t ata tcrc act gtc act ctg act ctg ttc 
feu Lyf Itr P^e S & & Thr fal Thr Leu Thr Leu Phe 

145 150 

- js ^ ;s s s ss s s £ S - §5 E Se 

165 1/u 

„ n a « Ma eta ata ttc aag gac cat ccc cag ggc 
tgt ^ ?ta A?a G?n Arg Leu Val Phe Lyl Asp His Pro Gin Gly 
Cys Tyr Lys Tnr Aia bin ^y igo 
180 

4- ^ aaa tat qat gee tat ttg tgc ttc age age 

?S l?u S Sp Tyr ITs £ "sp Ala Tyr Leu Cys Phe Ser Ser 

C: 195 200 

S raa aat qct ttg etc aaa cac ctg gac act 

$ 2£ Phe ?S r 5?| f.f Gin Asn Ala Leu Leu Lys His Leu Asp Xhr 

e 210 215 

£ S? SE B B B « K S » I ~ K K S 1 

2 25 230 

= j „„ ^t-+- rrr-f aat ate caq qat gee ate tgg 

55 Va? To ITy fu Asn S - K £ XX- ^ Ma XX. «P 

N ! . „ -at- ct t qtq age aga cac ttc ctt aga gat 

• Ill It 32S Lyl fie val cfs Leu fa sir Ar g His Phe Leu Ar 9 Asp 

260 

IS g| §j feu S5 ST. SS f£ £ K SS 1 S - - 

Isp feu Asn sir SS feu fie SS fa! fa! SS || E 2S S S 

290 295 

+- ate aqa ggc ttt gta cag aaa cag 

tac cag ttg atg aaa eat caa tee ate ag gg y^ ^ ^ 

Tyr Gin Leu Met Lys His Gin Ser i±e A j.y 32Q 
305 310 

SS Tyr feu S S - SS -P - SS Sp Vai iy g £ Leu 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



960 



1008 



325 



330 



335 



cat aaa etc tct caa cag ata eta aag aaa gaa aag gaa aag aag aaa. 1056 
His Lys Leu Ser Gin Gin lie Leu Lys Lys Glu Lys Glu Lys Lys Lys 
340 345 350 

gac aat aac att ccg ttg caa act gta gca acc ate tec taatcaaagg 1105 
Asp Asn Asn lie Pro Leu Gin Thr Val Ala Thr lie Ser 
355 360 365 

agcaatttcc aacttatctc aagccacaaa taactcttca ctttgtattt gcaccaagtt 1165 

atcattttgg ggtcctctct ggaggttttt tttttctttt tgctactatg aaaacaacat 1225 

aaatctctca attttegtat caaaaaaaaa aaaaaaaaaa tggcggccgc 1275 

<210> 10 
<211> 365 
<2\2> PRT 
<2i§> Unknown 

<4f0> 10 

Cyi ; Trp Asp Val Phe Glu Gly Leu Ser His Leu Gin Val Leu Tyr Leu 
f 5 10 15 

Asfi His Asn Tyr Leu Asn Ser Leu Pro Pro Gly Val Phe Ser His Leu 
H= 20 25 30 

Tlflr Ala Leu Arg Gly Leu Ser Leu Asn Ser Asn Arg Leu Thr Val Leu 
C 35 40 45 

S©r His Asn Asp Leu Pro Ala Asn Leu Glu lie Leu Asp lie Ser Arg 
6 50 55 60 

Asn Gin Leu Leu Ala Pro Asn Pro Asp Val Phe Val Ser Leu Ser Val 
65 70 75 80 

Leu Asp lie Thr His Asn Lys Phe lie Cys Glu Cys Glu Leu Ser Thr 
85 90 95 

Phe lie Asn Trp Leu Asn His Thr Asn Val Thr lie Ala Gly Pro Pro 
100 105 110 

Ala Asp lie Tyr Cys Val Tyr Pro Asp Ser Phe Ser Gly Val Ser Leu 
115 120 125 

Phe Ser Leu Ser Thr Glu Gly Cys Asp Glu Glu Glu Val Leu Lys Ser 
130 135 140 

Leu Lys Phe Ser Leu Phe He Val Cys Thr Val Thr Leu Thr Leu Phe 
145 150 155 160 



Leu Met Thr lie Leu Thr Val Thr Lys Phe Arg Gly Phe Cys Phe lie 
165 170 175 

Cys Tyr Lys Thr Ala Gin Arg Leu Val Phe Lys Asp His Pro Gin Gly 
180 185 190 

Thr Glu Pro Asp Met Tyr Lys Tyr Asp Ala Tyr Leu Cys Phe Ser Ser 
195 200 205 

Lys Asp Phe Thr Trp Val Gin Asn Ala Leu Leu Lys His Leu Asp Thr 
210 215 220 

Gin Tyr Ser Asp Gin Asn Arg Phe Asn Leu Cys Phe Glu Glu Arg Asp 
225 230 235 240 

Phe Val Pro Gly Glu Asn Arg He Ala Asn He Gin Asp Ala He Trp 
245 250 255 

Asn Ser Arg Lys He Val Cys Leu Val Ser Arg His Phe Leu Arg Asp 
260 265 270 

Gly^Trp Cys Leu Glu Ala Phe Ser Tyr Ala Gin Gly Arg Cys Leu Ser 
^ 275 280 285 

Asp,; Leu Asn Ser Ala Leu He Met Val Val Val Gly Ser Leu Ser Gin 
/. 290 295 300 

Tyj Gin Leu Met Lys His Gin Ser He Arg Gly Phe Val Gin Lys Gin 
305" 310 315 3.20 

GlW Tyr Leu Arg Trp Pro Glu Asp Leu Gin Asp Val Gly Trp Phe Leu 
f? 325 330 335 

Hiy Lys Leu Ser Gin Gin He Leu Lys Lys Glu Lys Glu Lys Lys Lys 
O 340 345 350 

Asp Asn Asn He Pro Leu Gin Thr Val Ala Thr He Ser 
355 360 365 



<210> 11 

<211> 3138 

<212> DNA 

<213> Unknown 

<220> 

<223> Description of Unknown Organism: primate; surmised 
Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (3135) 



<220> 



<221> mat_peptide 
<222> (67) . . (3135) 



<400> 11 

atg tgg aca ctg aag aga eta att ctt ate ctt ttt aac ata ate eta 48 

Met Trp Thr Leu Lys Arg Leu lie Leu lie Leu Phe Asn lie He Leu 

-20 -15 -10 

att tec aaa etc ctt ggg get aga tgg ttt cct aaa act ctg ccc tgt 96 
He Ser Lys Leu Leu Gly Ala Arg Trp Phe Pro Lys Thr Leu Pro Cys 
-5 -11 5 10 

gat gtc act ctg gat gtt cca aag aac cat gtg ate gtg gac tgc aca 144 
Asp Val Thr Leu Asp Val Pro Lys Asn His Val He Val Asp Cys Thr 
15 20 25 

gac aag cat ttg aca gaa att cct gga ggt att ccc acg aac acc acg 192 
Asp Lys His Leu Thr Glu He Pro Gly Gly He Pro Thr Asn Thr Thr 
30 35 40 

aa© etc acc etc acc att aac cac ata cca gac ate tec cca gcg tec 240 
Asfi Leu Thr Leu Thr He Asn His He Pro Asp He Ser Pro Ala Ser 
C 45 50 55 

ttJS cac aga ctg gac cat ctg gta gag ate gat ttc aga tgc aac tgt 2 88 
Pi© His Arg Leu Asp His Leu Val Glu He Asp Phe Arg Cys Asn Cys 
,p 60 65 70 

gta cct att cca ctg ggg tea aaa aac aac atg tgc ate aag agg ctg 336 
VCl Pro He Pro Leu Gly Ser Lys Asn Asn Met Cys He Lys Arg Leu 
W 80 85 90 

egg att aaa ccc aga age ttt agt gga etc act tat tta aaa tec ctt 3 84 
Gk He Lys Pro Arg Ser Phe Ser Gly Leu Thr Tyr Leu Lys Ser Leu 
C 95 100 105 

tac ctg gat gga aac cag eta eta gag ata ccg cag ggc etc ccg cct 432 
Tyr Leu Asp Gly Asn Gin Leu Leu Glu He Pro Gin Gly Leu Pro Pro 
110 115 120 

age tta cag ctt etc age ctt gag gee aac aac ate ttt tec ate aga 480 
Ser Leu Gin Leu Leu Ser Leu Glu Ala Asn Asn He Phe Ser He Arg 
125 130 135 

aaa gag aat eta aca gaa ctg gee aac ata gaa ata etc tac ctg ggc 528 
Lys Glu Asn Leu Thr Glu Leu Ala Asn He Glu He Leu Tyr Leu Gly 
140 145 150 

caa aac tgt tat tat cga aat cct tgt tat gtt tea tat tea ata gag 576 
Gin Asn Cys Tyr Tyr Arg Asn Pro Cys Tyr Val Ser Tyr Ser He Glu 
155 160 165 170 

aaa gat gec ttc eta aac ttg aca aag tta aaa gtg etc tec ctg aaa 624 



Lys Asp Ala Phe Leu Asn Leu Thr Lys Leu Lys Val Leu Ser Leu Lys 

175 180 185 

gat aac aat gtc aca gcc gtc cct act gtt ttg cca tct act tta aca 

Asp Asn Asn Val Thr Ala Val Pro Thr Val Leu Pro Ser Thr Leu Thr 

190 195 200 

gaa eta tat etc tac aac aac atg att gca aaa ate caa gaa gat gat 

Glu Leu Tyr Leu Tyr Asn Asn Met He Ala Lys He Gin Glu Asp Asp 

205 210 215 

ttt aat aac etc aac caa tta caa att ctt gac eta agt gga aat tgc 

Phe Asn Asn Leu Asn Gin Leu Gin He Leu Asp Leu Ser Gly Asn Cys 

220 225 230 

cct cgt tgt tat aat gcc cca ttt cct tgt gcg ccg tgt aaa aat aat 

Pro Arg Cys Tyr Asn Ala Pro Phe Pro Cys Ala Pro Cys Lys Asn Asn 

235 240 245 250 

tct ccc eta cag ate cct gta aat get ttt gat gcg ctg aca gaa tta 

Sess Pro Leu Gin He Pro Val Asn Ala Phe Asp Ala Leu Thr Glu Leu 

255 260 265 

aaia gtt tta cgt eta cac agt aac tct ctt cag cat gtg ccc cca aga 

LyS Val Leu Arg Leu His Ser Asn Ser Leu Gin His Val Pro Pro Arg 

t; 270 275 280 

t§g ttt aag aac ate aac aaa etc cag gaa ctg gat ctg tec caa aac 

Tfp Phe Lys Asn He Asn Lys Leu Gin Glu Leu Asp Leu Ser Gin Asn 

L 285 290 295 

ttic ttg gcc aaa gaa att ggg gat get aaa ttt ctg cat ttt etc ccc 

Pfjfe Leu Ala Lys Glu He Gly Asp Ala Lys Phe Leu His Phe Leu Pro 

J 300 305 310 

age etc ate caa ttg gat ctg tct ttc aat ttt gaa ctt cag gtc tat 

Ser Leu He Gin Leu Asp Leu Ser Phe Asn Phe Glu Leu Gin Val Tyr 

315 320 325 330 

cgt gca tct atg aat eta tea caa gca ttt tct tea ctg aaa age ctg 

Arg Ala Ser Met Asn Leu Ser Gin Ala Phe Ser Ser Leu Lys Ser Leu 

335 340 345 

aaa att ctg egg ate aga gga tat gtc ttt aaa gag ttg aaa age ttt 

Lys He Leu Arg lie Arg Gly Tyr Val Phe Lys Glu Leu Lys Ser Phe 

350 355 360 

aac etc teg cca tta cat aat ctt caa aat ctt gaa gtt ctt gat ctt 

Asn Leu Ser Pro Leu His Asn Leu Gin Asn Leu Glu Val Leu Asp Leu 

365 370 375 

ggc act aac ttt ata aaa att get aac etc age atg ttt aaa caa ttt 

Gly Thr Asn Phe He Lys He Ala Asn Leu Ser Met Phe Lys Gin Phe 

380 385 390 



aaa aga ctg aaa gtc ata gat ctt tea gtg aat aaa ata tea cct tea 1296 

Lys Arg Leu Lys Val lie Asp Leu Ser Val Asn Lys lie Ser Pro Ser 

395 400 405 410 

gga gat tea agt gaa gtt ggc ttc tgc tea aat gee aga act tct gta 1344 

Gly Asp Ser Ser Glu Val Gly Phe Cys Ser Asn Ala Arg Thr Ser Val 
415 420 425 

gaa agt tat gaa ccc cag gtc ctg gaa caa tta cat tat ttc aga tat 1392 

Glu Ser Tyr Glu Pro Gin Val Leu Glu Gin Leu His Tyr Phe Arg Tyr 

430 435 440 

gat aag tat gca agg agt tgc aga ttc aaa aac aaa gag get tct ttc 1440 

Asp Lys Tyr Ala Arg Ser Cys Arg Phe Lys Asn Lys Glu Ala Ser Phe 
445 450 455 

atg tct gtt aat gaa age tgc tac aag tat ggg cag ace ttg gat eta 1488 

Met Ser Val Asn Glu Ser Cys Tyr Lys Tyr Gly Gin Thr Leu Asp Leu 
460 465 470 

agj aaa aat agt ata ttt ttt gtc aag tec tct gat ttt cag cat ctt 1536 

SfSr Lys Asn Ser He Phe Phe Val Lys Ser Ser Asp Phe Gin His Leu 

4t5 480 485 490 

tSfc ttc etc aaa tgc ctg aat ctg tea gga aat etc att age caa act 1584 

S^r Phe Leu Lys Cys Leu Asn Leu Ser Gly Asn Leu He Ser Gin Thr 
U 495 500 505 

cEt aat ggc agt gaa ttc caa cct tta gca gag ctg aga tat ttg gac 1632 

U§u Asn Gly Ser Glu Phe Gin Pro Leu Ala Glu Leu Arg Tyr Leu Asp 

H> 510 515 520 

t|Bc tec aac aac egg ctt gat tta etc cat tea aca gca ttt gaa gag 1680 

Bfee Ser Asn Asn Arg Leu Asp Leu Leu His Ser Thr Ala Phe Glu Glu 
525 530 535 

ctt cac aaa ctg gaa gtt ctg gat ata age agt aat age cat tat ttt 1728 

Leu His Lys Leu Glu Val Leu Asp He Ser Ser Asn Ser His Tyr Phe 
540 545 550 

caa tea gaa gga att act cat atg eta aac ttt ace aag aac eta aag 1776 

Gin Ser Glu Gly He Thr His Met Leu Asn Phe Thr Lys Asn Leu Lys 

555 560 565 570 

gtt ctg cag aaa ctg atg atg aac gac aat gac ate tct tec tec ace 1824 

Val Leu Gin Lys Leu Met Met Asn Asp Asn Asp He Ser Ser Ser Thr 
575 580 585 

age agg ace atg gag agt gag tct ctt aga act ctg gaa ttc aga gga 1872 

Ser Arg Thr Met Glu Ser Glu Ser Leu Arg Thr Leu Glu Phe Arg Gly 

590 595 600 



aat cac tta gat gtt tta tgg aga gaa ggt gat aac aga tac tta caa 1920 
Asn His Leu Asp Val Leu Trp Arg Glu Gly Asp Asn Arg Tyr Leu Gin 
605 610 615 

tta ttc aag aat ctg eta aaa tta gag gaa tta gac ate tct aaa aat 1968 
Leu Phe Lys Asn Leu Leu Lys Leu Glu Glu Leu Asp lie Ser Lys Asn 
620 625 630 

tec eta agt ttc ttg cct tct gga gtt ttt gat ggt atg cct cca aat 2016 
Ser Leu Ser Phe Leu Pro Ser Gly Val Phe Asp Gly Met Pro Pro Asn 
6 35 640 645 650 

eta aag aat etc tct ttg gec aaa aat ggg etc aaa tct ttc agt tgg 2064 
Leu Lys Asn Leu Ser Leu Ala Lys Asn Gly Leu Lys Ser Phe Ser Trp 
655 660 665 

aag aaa etc cag tgt eta aag aac ctg gaa act ttg gac etc age cac 2112 
Lys Lys Leu Gin Cys Leu Lys Asn Leu Glu Thr Leu Asp Leu Ser His 
670 675 680 

aa^j caa ctg acc act gtc cct gag aga tta tec aac tgt tec aga age 2160 
Asn Gin Leu Thr Thr Val Pro Glu Arg Leu Ser Asn Cys Ser Arg Ser 
685 690 695 ■• ' 

c£e aag aat ctg att ctt aag aat aat caa ate agg agt ctg acg aag 2208 
Liu Lys Asn Leu He Leu Lys Asn Asn Gin He Arg Ser Leu Thr Lys 
% 700 705 710 

til ttt eta caa gat gec ttc cag ttg cga tat ctg gat etc age tea 2256 
Tyr Phe Leu Gin Asp Ala Phe Gin Leu Arg Tyr Leu Asp Leu Ser Ser 
715 720 725 730 

afe aaa ate cag atg ate caa aag acc age ttc cca gaa aat gtc etc 2304 
Abb Lys He Gin Met He Gin Lys Thr Ser Phe Pro Glu Asn Val Leu 
p 735 740 745 

aac aat ctg aag atg ttg ctt ttg cat cat aat egg ttt ctg tgc acc 2352 
Asn Asn Leu Lys Met Leu Leu Leu His His Asn Arg Phe Leu Cys Thr 
750 755 760 



tgt gat get gtg tgg ttt gtc tgg tgg gtt aac cat acg gag gtg act 
Cys Asp Ala Val Trp Phe Val Trp Trp Val Asn His Thr Glu Val Thr 
765 770 775 

att cct tac ctg gec aca gat gtg act tgt gtg ggg cca' gga gca cac 
He Pro Tyr Leu Ala Thr Asp Val Thr Cys Val Gly Pro Gly Ala His 
780 785 790 

aag ggc caa agt gtg ate tec ctg gat ctg tac acc tgt gag tta gat 
Lys Gly Gin Ser Val He Ser Leu Asp Leu Tyr Thr Cys Glu Leu Asp 
795 800 805 810 

ctg act aac ctg att ctg ttc tea ctt tec ata tct gta tct etc ttt 
Leu Thr Asn Leu He Leu Phe Ser Leu Ser He Ser Val Ser Leu Phe 



2400 



2544 



815 820 825 

etc atg gtg atg atg aca gca agt cac etc tat ttc tgg gat gtg tgg 2592 
Leu Met Val Met Met Thr Ala Ser His Leu Tyr Phe Trp Asp Val Trp 
830 835 840 

tat att tac cat ttc tgt aag gec aag ata aag ggg tat cag cgt eta 2640 
Tyr He Tyr His Phe Cys Lys Ala Lys He Lys Gly Tyr Gin Arg Leu 
845 850 855 

ata tea cca gac tgt tgc tat gat get ttt att gtg tat gac act aaa 2688 
He Ser Pro Asp Cys Cys Tyr Asp Ala Phe He Val Tyr Asp Thr Lys 
860 865 870 

gac cca get gtg ace gag tgg gtt ttg get gag ctg gtg gee aaa ctg 2736 
Asp Pro Ala Val Thr Glu Trp Val Leu Ala Glu Leu Val Ala Lys Leu 
875 880 885 890 

gaa gac cca aga gag aaa cat ttt aat tta tgt etc gag gaa agg gac 2784 
Glu Asp Pro Arg Glu Lys His Phe Asn Leu Cys Leu Glu Glu Arg Asp 
D 895 900 905 

tg# tta cca ggg cag cca gtt ctg gaa aac ctt tec cag age ata cag 2832 
Trp Leu Pro Gly Gin Pro Val Leu Glu Asn Leu Ser Gin Ser He Gin 
O 910 915 920 

cfep age aaa aag aca gtg ttt gtg atg aca gac aag tat gca aag act 2 880 
L@*l Ser Lys Lys Thr Val Phe Val Met Thr Asp Lys Tyr Ala Lys Thr 
925 930 935 

gaji aat ttt aag ata gca ttt tac ttg tec cat cag agg etc atg gat 2928 
Giiii Asn Phe Lys He Ala Phe Tyr Leu Ser His Gin Arg Leu Met Asp 
g 940 945 950 

gfa aaa gtt gat gtg att ate ttg ata ttt ctt gag aag ccc ttt cag 2976 
Glu Lys Val Asp Val He He Leu He Phe Leu Glu Lys Pro Phe Gin 
955 960 965 970 

aag tec aag ttc etc cag etc egg aaa agg etc tgt ggg agt tct gtc 3024 
Lys Ser Lys Phe Leu Gin Leu Arg Lys Arg Leu Cys Gly Ser Ser Val 
975 980 985 

ctt gag tgg cca aca aac ccg caa get cac cca tac ttc tgg cag tgt 3072 
Leu Glu Trp Pro Thr Asn Pro Gin Ala His Pro Tyr Phe Trp Gin Cys 
990 995 1000 

eta aag aac gee ctg gee aca gac aat cat gtg gee tat agt cag gtg 3120 
Leu Lys Asn Ala Leu Ala Thr Asp Asn His Val Ala Tyr Ser Gin Val 
1005 1010 1015 

ttc aag gaa acg gtc tag 3138 
Phe Lys Glu Thr Val 
1020 



<210> 12 
<211> 1045 
<212> PRT 
<213> Unknown 

<400> 12 

Met Trp Thr Leu Lys Arg Leu He Leu He Leu Phe Asn lie lie Leu 
-20 -15 -10 

He Ser Lys Leu Leu Gly Ala Arg Trp Phe Pro Lys Thr Leu Pro Cys 
-5 -11 5 10 

Asp Val Thr Leu Asp Val Pro Lys Asn His Val He Val Asp Cys Thr 
15 20 25 

Asp Lys His Leu Thr Glu He Pro Gly Gly He Pro Thr Asn Thr Thr 
30 35 40 

Asn Leu Thr Leu Thr He Asn His He Pro Asp lie Ser Pro Ala Ser 
45 50 55 

Phe His Arg Leu Asp His Leu Val Glu He Asp Phe Arg Cys Asn Cys 
60 65 70 

Val Pro He Pro Leu Gly Ser Lys Asn Asn Met Cys He Lys Arg Leu 
75 80 85 90 

Gin He Lys Pro Arg Ser Phe Ser Gly Leu Thr Tyr Leu Lys Ser Leu 
95 100 105 

Tyr Leu Asp Gly Asn Gin Leu Leu Glu He Pro Gin Gly Leu Pro Pro 
110 115 120 

Ser Leu Gin Leu Leu Ser Leu Glu Ala Asn Asn He Phe Ser He Arg 
125 130 135 

Lys Glu Asn Leu Thr Glu Leu Ala Asn He Glu He Leu Tyr Leu Gly 
140 145 150 

Gin Asn Cys Tyr Tyr Arg Asn Pro Cys Tyr Val Ser Tyr Ser He Glu 
155 160 165 170 

Lys Asp Ala Phe Leu Asn Leu Thr Lys Leu Lys Val Leu Ser Leu Lys 
175 180 185 

Asp Asn Asn Val Thr Ala Val Pro Thr Val Leu Pro Ser Thr Leu Thr 
190 195 200 

Glu Leu Tyr Leu Tyr Asn Asn Met He Ala Lys He Gin Glu Asp Asp 
205 210 215 

Phe Asn Asn Leu Asn Gin Leu Gin He Leu Asp Leu Ser Gly Asn Cys 



Pro Arg Cys Tyr Asn Ala Pro Phe Pro Cys Ala Pro Cys Lys Asn Asn 
235 240 245 250 

Ser Pro Leu Gin lie Pro Val Asn Ala Phe Asp Ala Leu Thr Glu Leu 
255 260 265 

Lys Val Leu Arg Leu His Ser Asn Ser Leu Gin His Val Pro Pro Arg 
270 275 280 

Trp Phe Lys Asn He Asn Lys Leu Gin Glu Leu Asp Leu Ser Gin Asn 
285 290 295 

Phe Leu Ala Lys Glu He Gly Asp Ala Lys Phe Leu His Phe Leu Pro 
300 305 310 

Ser Leu He Gin Leu Asp Leu Ser Phe Asn Phe Glu Leu Gin Val Tyr 
315 320 325 330 

A&jg Ala Ser Met Asn Leu Ser Gin Ala Phe Ser Ser Leu Lys Ser Leu 
* 335 340 345 

Lys He Leu Arg He Arg Gly Tyr Val Phe Lys Glu Leu Lys Ser Phe 
U 350 355 360 

Aln Leu Ser Pro Leu His Asn Leu Gin Asn Leu Glu Val Leu Asp Leu 
¥' 365 370 375 

Cty Thr Asn Phe He Lys He Ala Asn Leu Ser Met Phe Lys Gin Phe 

Ci 380 385 390 

Bys Arg Leu Lys Val He Asp Leu Ser Val Asn Lys He Ser Pro Ser 

395 400 405 410 

Gly Asp Ser Ser Glu Val Gly Phe Cys Ser Asn Ala Arg Thr Ser Val 
415 420 425 

Glu Ser Tyr Glu Pro Gin Val Leu Glu Gin Leu His Tyr Phe Arg Tyr 
430 435 440 

Asp Lys Tyr Ala Arg Ser Cys Arg Phe Lys Asn Lys Glu Ala Ser Phe 
445 450 455 

Met Ser Val Asn Glu Ser Cys Tyr Lys Tyr Gly Gin Thr Leu Asp Leu 
460 465 470 

Ser Lys Asn Ser He Phe Phe Val Lys Ser Ser Asp Phe Gin His Leu 
475 480 485 490 



Ser Phe Leu Lys Cys Leu Asn Leu Ser Gly Asn Leu He Ser Gin Thr 
495 500 505 



Leu Asn Gly Ser Glu Phe Gin Pro Leu Ala Glu Leu Arg Tyr Leu Asp 
510 515 520 

Phe Ser Asn Asn Arg Leu Asp Leu Leu His Ser Thr Ala Phe Glu Glu 
525 530 535 

Leu His Lys Leu Glu Val Leu Asp lie Ser Ser Asn Ser His Tyr Phe 
540 545 550 

Gin Ser Glu Gly lie Thr His Met Leu Asn Phe Thr Lys Asn Leu Lys 
555 560 565 570 

Val Leu Gin Lys Leu Met Met Asn Asp Asn Asp lie Ser Ser Ser Thr 
575 580 585 

Ser Arg Thr Met Glu Ser Glu Ser Leu Arg Thr Leu Glu Phe Arg Gly 
590 595 600 

Asn His Leu Asp Val Leu Trp Arg Glu Gly Asp Asn Arg Tyr Leu Gin 
605 610 615 

Leffi Phe Lys Asn Leu Leu Lys Leu Glu Glu Leu Asp He Ser Lys Asn 
« 620 625 630 

SefB Leu Ser Phe Leu Pro Ser Gly Val Phe Asp Gly Met Pro Pro Asn 
63© 640 645 650 

Le}u Lys Asn Leu Ser Leu Ala Lys Asn Gly Leu Lys Ser Phe Ser Trp 
655 660 665 

Ly§ Lys Leu Gin Cys Leu Lys Asn Leu Glu Thr Leu Asp Leu Ser His 
:G ; 670 675 680 

A$%i Gin Leu Thr Thr Val Pro Glu Arg Leu Ser Asn Cys Ser Arg Ser 
u 685 690 695 

Leu Lys Asn Leu He Leu Lys Asn Asn Gin He Arg Ser Leu Thr Lys 
700 705 710 

Tyr Phe Leu Gin Asp Ala Phe Gin Leu Arg Tyr Leu Asp Leu Ser Ser 
715 720 725 730 

Asn Lys He Gin Met He Gin Lys Thr Ser Phe Pro Glu Asn Val Leu 
735 740 745 

Asn Asn Leu Lys Met Leu Leu Leu His His Asn Arg Phe Leu Cys Thr 
750 755 760 

Cys Asp Ala Val Trp Phe Val Trp Trp Val Asn His Thr Glu Val Thr 
765 770 775 

lie Pro Tyr Leu Ala Thr Asp Val Thr Cys Val Gly Pro Gly Ala His 
780 785 790 



Lys Gly Gin Ser Val 
795 

Leu Thr Asn Leu lie 
815 

Leu Met Val Met Met 
830 

Tyr lie Tyr His Phe 
845 

He Ser Pro Asp Cys 
860 

Asp Pro Ala Val Thr 
875 

Glu Asp Pro Arg Glu 

j*. 895 

Trp: Leu Pro Gly Gin 

™! 910 

Wi 

L&d Ser Lys Lys Thr 
U 925 

Glti Asn Phe Lys He 

i, 940 

G3lu Lys Val Asp Val 
9&5 

LfEs Ser Lys Phe Leu 
975 

Leu Glu Trp Pro Thr 
990 

Leu Lys Asn Ala Leu 
1005 

Phe Lys Glu Thr Val 
1020 



He Ser Leu Asp Leu Tyr 
800 805 

Leu Phe Ser Leu Ser He 
820 

Thr Ala Ser His Leu Tyr 
835 

Cys Lys Ala Lys He Lys 
850 

Cys Tyr Asp Ala Phe He 
865 

Glu Trp Val Leu Ala Glu 
880 885 

Lys His Phe Asn Leu Cys 
900 

Pro Val Leu Glu Asn Leu 
915 

Val Phe Val Met Thr Asp 
930 

Ala Phe Tyr Leu Ser His 
945 

lie lie Leu He Phe Leu 
960 965 

Gin Leu Arg Lys Arg Leu 
980 

Asn Pro Gin Ala His Pro 
995 

Ala Thr Asp Asn His Val 
1010 



Thr Cys Glu Leu Asp 
810 

Ser Val Ser Leu Phe 
825 

Phe Trp Asp Val Trp 
840 

Gly Tyr Gin Arg Leu 
855 

Val Tyr Asp Thr Lys 
870 

Leu Val Ala Lys Leu 
890 

Leu Glu Glu Arg Asp 
905 

Ser Gin Ser He Gin 
920 

Lys Tyr Ala Lys Thr 
935 

Gin Arg Leu Met Asp 
950 

Glu Lys Pro Phe Gin 
970 

Cys Gly Ser Ser Val 
985 

Tyr Phe Trp Gin Cys 
1000 

Ala Tyr Ser Gin Val 
1015 



<210> 13 
<211> 180 
<212> DNA 
<213> Unknown 



<220> 

<223> Description of Unknown Organism: rodent; surmised 



Mus musculus 



<220> 

<221> CDS 

<222> (1) . . (177) 

<400> 13 

ctt gga aaa cct ctt cag aag tct aag ttt ctt cag etc agg aag aga 48 

Leu Gly Lys Pro Leu Gin Lys Ser Lys Phe Leu Gin Leu Arg Lys Arg 
15 10 15 

etc tgc agg age tct gtc ctt gag tgg cct gca aat cca cag get cac 96 
Leu Cys Arg Ser Ser Val Leu Glu Trp Pro Ala Asn Pro Gin Ala His 
20 25 30 

cca tac ttc tgg cag tgc ctg aaa aat gec ctg acc aca gac aat cat 144 
Pro Tyr Phe Trp Gin Cys Leu Lys Asn Ala Leu Thr Thr Asp Asn His 
35 40 45 

gtg get tat agt caa atg ttc aag gaa aca gtc tag 180 
VaA Ala Tyr Ser Gin Met Phe Lys Glu Thr Val 
50 55 



<S40> 14 
<feil> 59 
<|12> PRT 
<i:i3> Unknown 

<:4.0 0> 14 

lieu Gly Lys Pro Leu Gin Lys Ser Lys Phe Leu Gin Leu Arg Lys Arg 

f=l 5 10 15 

ifSu Cys Arg Ser Ser Val Leu Glu Trp Pro Ala Asn Pro Gin Ala His 
O 20 25 30 

Pro Tyr Phe Trp Gin Cys Leu Lys Asn Ala Leu Thr Thr Asp Asn His 
35 40 45 

Val Ala Tyr Ser Gin Met Phe Lys Glu Thr Val 
50 55 



<210> 15 

<211> 990 

<212> DNA 

<213> Unknown 

<220> 

<223> Description of Unknown Organism: primate; surmised 
Homo sapiens 

<220> 
<221> CDS 



<222> (2) . 



(988) 



<400> 15 

g aat tec aga ctt ata aac ttg aaa aat etc tat ttg gec tgg aac tgc 49 

Asn Ser Arg Leu lie Asn Leu Lys Asn Leu Tyr Leu Ala Trp Asn Cys 
15 10 15 

tat ttt aac aaa gtt tgc gag aaa act aac ata gaa gat gga gta ttt 97 
Tyr Phe Asn Lys Val Cys Glu Lys Thr Asn lie Glu Asp Gly Val Phe 
20 25 30 

gaa acg ctg aca aat ttg gag ttg eta tea eta tct ttc aat tct ctt 145 
Glu Thr Leu Thr Asn Leu Glu Leu Leu Ser Leu Ser Phe Asn Ser Leu 
35 40 45 

tea cat gtg cca ccc aaa ctg cca age tec eta cgc aaa ctt ttt ctg 193 
Ser His Val Pro Pro Lys Leu Pro Ser Ser Leu Arg Lys Leu Phe Leu 
50 55 60 

age aac acc cag ate aaa tac att agt gaa gaa gat ttc aag gga ttg 241 
Ser Asn Thr Gin He Lys Tyr He Ser Glu Glu Asp Phe Lys Gly Leu 
6|* 70 75 80 

ati.; aat tta aca tta eta gat tta age ggg aac tgt ccg agg tgc ttc 289 
Ilj@ ; Asn Leu Thr Leu Leu Asp Leu Ser Gly Asn Cys Pro Arg Cys Phe 
O '85 90 95 

aatt gec cca ttt cca tgc gtg cct tgt gat ggt ggt get tea att aat 337 
Asn Ala Pro Phe Pro Cys Val Pro Cys Asp Gly Gly Ala Ser He Asn 
O 100 105 110 

afa. gat cgt ttt get ttt caa aac ttg acc caa ctt cga tac eta aac 3 85 

ijjp Asp Arg Phe Ala Phe Gin Asn Leu Thr Gin Leu Arg Tyr Leu Asn 
O 115 120 125 

l=~ : 

etc tct age act tec etc agg aag att aat get gec tgg ttt aaa aat 433 

Leu Ser Ser Thr Ser Leu Arg Lys He Asn Ala Ala Trp Phe Lys Asn 
130 135 140 

atg cct cat ctg aag gtg ctg gat ctt gaa ttc aac tat tta gtg gga 4 81 
Met Pro His Leu Lys Val Leu Asp Leu Glu Phe Asn Tyr Leu Val Gly 
145 150 155 160 

gaa ata gec tct ggg gca ttt tta acg atg ctg ccc cgc tta gaa ata 529 
Glu He Ala Ser Gly Ala Phe Leu Thr Met Leu Pro Arg Leu Glu He 
165 170 175 

ctt gac ttg tct ttt aac tat ata aag ggg agt tat cca cag cat att 577 
Leu Asp Leu Ser Phe Asn Tyr He Lys Gly Ser Tyr Pro Gin His He 
180 185 190 

aat att tec aga aac ttc tct aaa ctt ttg tct eta egg gca ttg cat 625 
Asn He Ser Arg Asn Phe Ser Lys Leu Leu Ser Leu Arg Ala Leu His 



195 



200 



205 



tta aga ggt tat gtg ttc cag gaa etc aga gaa gat gat ttc cag ccc 673 
Leu Arg Gly Tyr Val Phe Gin Glu Leu Arg Glu Asp Asp Phe Gin Pro 
210 215 220 

ctg atg cag ctt cca aac tta teg act ate aac ttg ggt att aat ttt 721 
Leu Met Gin Leu Pro Asn Leu Ser Thr lie Asn Leu Gly lie Asn Phe 
225 230 235 240 

att aag caa ate gat ttc aaa ctt ttc caa aat ttc tec aat ctg gaa 769 
lie Lys Gin lie Asp Phe Lys Leu Phe Gin Asn Phe Ser Asn Leu Glu 
245 250 255 

att att tac ttg tea gaa aac aga ata tea ccg ttg gta aaa gat acc 817 
lie lie Tyr Leu Ser Glu Asn Arg lie Ser Pro Leu Val Lys Asp Thr 
260 265 270 

egg cag agt tat gca aat agt tec tct ttt caa cgt cat ate egg aaa 865 
Arg Gin Ser Tyr Ala Asn Ser Ser Ser Phe Gin Arg His lie Arg Lys 
O 275 280 285 

cg§ cgc tea aca gat ttt gag ttt gac cca cat teg aac ttt tat cat 913 
Arg Arg Ser Thr Asp Phe Glu Phe Asp Pro His Ser Asn Phe Tyr His 
O 290 295 300 

ttip acc cgt cct tta ata aag cca caa tgt get get tat gga aaa gec 961 
Phe Thr Arg Pro Leu lie Lys Pro Gin Cys Ala Ala Tyr Gly Lys Ala 
3Q5 310 315 320 

tta gat tta age etc aac agt att ttc tt 990 
Leu Asp Leu Ser Leu Asn Ser lie Phe 
p.' 325 

<2l0> 16 
<211> 329 
<212> PRT 
<213> Unknown 

<400> 16 

Asn Ser Arg Leu lie Asn Leu Lys Asn Leu Tyr Leu Ala Trp Asn Cys 
15 10 15 

Tyr Phe Asn Lys Val Cys Glu Lys Thr Asn lie Glu Asp Gly Val Phe 
20 25 30 

Glu Thr Leu Thr Asn Leu Glu Leu Leu Ser Leu Ser Phe Asn Ser Leu 
35 40 45 

Ser His Val Pro Pro Lys Leu Pro Ser Ser Leu Arg Lys Leu Phe Leu 
50 55 60 

Ser Asn Thr Gin lie Lys Tyr lie Ser Glu Glu Asp Phe Lys Gly Leu 



lie Asn Leu Thr Leu Leu Asp Leu Ser Gly Asn Cys Pro Arg Cys Phe 
85 90 95 

Asn Ala Pro Phe Pro Cys Val Pro Cys Asp Gly Gly Ala Ser He Asn 
100 105 110 

He Asp Arg Phe Ala Phe Gin Asn Leu Thr Gin Leu Arg Tyr Leu Asn 
115 120 125 

Leu Ser Ser Thr Ser Leu Arg Lys He Asn Ala Ala Trp Phe Lys Asn 
130 135 140 

Met Pro His Leu Lys Val Leu Asp Leu Glu Phe Asn Tyr Leu Val Gly 
145 150 155 160 

Glu He Ala Ser Gly Ala Phe Leu Thr Met Leu Pro Arg Leu Glu He 
165 170 175 

Le§ Asp Leu Ser Phe Asn Tyr He Lys Gly Ser Tyr Pro Gin His He 
^ 180 185 190 

Ash He Ser Arg Asn Phe Ser Lys Leu Leu Ser Leu Arg Ala Leu His 
U 195 200 205 

Lefit Arg Gly Tyr Val Phe Gin Glu Leu Arg Glu Asp Asp Phe Gin Pro 
H 210 215 220 

LUi Met Gin Leu Pro Asn Leu Ser Thr He Asn Leu Gly lie Asn Phe 
225 230 235 240 

IBs Lys Gin He Asp Phe Lys Leu Phe Gin Asn Phe Ser Asn Leu Glu 
0 245 250 255 

lie He Tyr Leu Ser Glu Asn Arg He Ser Pro Leu Val Lys Asp Thr 
260 265 270 

Arg Gin Ser Tyr Ala Asn Ser Ser Ser Phe Gin Arg His He Arg Lys 
275 280 285 

Arg Arg Ser Thr Asp Phe Glu Phe Asp Pro His Ser Asn Phe Tyr His 
290 295 300 

Phe Thr Arg Pro Leu He Lys Pro Gin Cys Ala Ala Tyr Gly Lys Ala 
305 310 315 320 

Leu Asp Leu Ser Leu Asn Ser He Phe 
325 



<210> 17 
<211> 1557 



<212> DNA 
<213> Unknown 

<220> 

<223> Description of Unknown Organism: primate; surmised 
Homo sapiens 

<220> 

<221> CDS 

<222> (1) . - (513) 

<220> 

<221> misc_feature 
<222> (93) . . (149) 

<223> Xaa translation depends on genetic code 
<400> 17 

cag tct ctt tec aca tec caa act ttc tat gat get tac att tct tat 
Gin Ser Leu Ser Thr Ser Gin Thr Phe Tyr Asp Ala Tyr He Ser Tyr 
15 10 15 

gac acc aaa gat gec tct gtt act gac tgg gtg ata aat gag ctg cgc 
Asp Thr Lys Asp Ala Ser Val Thr Asp Trp Val He Asn Glu Leu Arg 
20 25 30 

tjBp cac ctt gaa gag age cga gac aaa aac gtt etc ctt tgt eta gag 
Ty± His Leu Glu Glu Ser Arg Asp Lys Asn Val Leu Leu Cys Leu Glu 
J 35 40 45 

gjag a 99 9 at fc 99 9 ac cc 9 99 a tfc 9 9 CC atc atc 9 ac aac ctc a tg cag 
Gif-ii Arg Asp Trp Asp Pro Gly Leu Ala He He Asp Asn Leu Met Gin 
J3 50 55 60 

a§c atc aac caa age aag aaa aca gta ttt gtt tta acc aaa aaa tat 
SSr He Asn Gin Ser Lys Lys Thr Val Phe Val Leu Thr Lys Lys Tyr 
WS 70 75 80 

gca aaa age tgg aac ttt aaa aca get ttt tac ttg gsc ttg cag agg 
Ala Lys Ser Trp Asn Phe Lys Thr Ala Phe Tyr Leu Xaa Leu Gin Arg 
85 90 95 

eta atg ggt gag aac atg gat gtg att ata ttt atc ctg ctg gag cca 
Leu Met Gly Glu Asn Met Asp Val He He Phe He Leu Leu Glu Pro 
100 105 110 

gtg tta cag cat tct ccg tat ttg agg eta egg cag egg atc tgt aag 
Val Leu Gin His Ser Pro Tyr Leu Arg Leu Arg Gin Arg He Cys Lys 
115 120 125 

age tec atc etc cag tgg cct gac aac ccg aag gca gaa agg ttg ttt 
Ser Ser He Leu Gin Trp Pro Asp Asn Pro Lys Ala Glu Arg Leu Phe 
130 135 140 

tgg caa act ctg wga aat gtg gtc ttg act gaa aat gat tea egg tat 



Trp Gin Thr Leu Xaa Asn Val Val Leu Thr Glu Asn Asp Ser Arg Tyr 
145 150 155 160 

aac aat atg tat gtc gat tec att aag caa tac taactgacgt taagtcatga 533 
Asn Asn Met Tyr Val Asp Ser lie Lys Gin Tyr 
165 170 

tttcgcgcca taataaagat gcaaaggaat gacatttcng tattagttat etattgetan 593 

ggtaacnaaa ttantcccaa aaancttang tnggtttnaa aacaacnaca ttntgctggn 653 

cccacagttt ttgagggtca ggagtccagg cccagcataa ctgggtcttc tgcttcaggg 713 

tgtctneaga ggctgcaatg taggtgttca ccagagacat aggcatcact ggggtcacac 773 

tncatgtggt tgttttctgg attcaattcc tcctgggcta ttggccaaag gctatactca 833 

tgtaagecat gegagectat cccacaangg cagcttgett catcagagct agcaaaaaag 893 

agaggttget agcaagatga agtcacaatc ttttgtaatc gaatcaaaaa agtgatatct 953 

catcactttg gecatattet atttgttaga agtaaaccac aggtcccacc agctccatgg 1013 

gpgtgaccac ctcagtccag ggaaaacagc tgaagaccaa gatggtgagc tetgattget 1073 

dgagttggtc atcaactatt ttcccttgac tgctgtcctg ggatggccgg ctatcttgat 1133 

ggatagattg tgaatatcag gaggecaggg atcactgtgg accatcttag cagttgacct 1193 

aacacatctt cttttcaata tctaagaact tttgccactg tgactaatgg tcctaatatt 1253 

ajgctgttgt ttatatttat catatatcta tggctacatg gttatattat gctgtggttg 1313 

(fgttcggttt tatttacagt tgcttttaca aatatttget gtaacatttg acttctaagg 1373 

€ttagatgcc atttaagaac tgagatggat agcttttaaa gcatctttta cttcttacca 1433 

ttttttaaaa gtatgeaget aaattcgaag cttttggtct atattgttaa ttgccattgc 1493 

tgtaaatctt aaaatgaatg aataaaaatg tttcatttta aaaaaaaaaa aaaaaaaaaa 1553 

aaaa 1557 

<210> 18 
<211> 171 
<212> PRT 
<213> Unknown 

<400> 18 

Gin Ser Leu Ser Thr Ser Gin Thr Phe Tyr Asp Ala Tyr lie Ser Tyr 
15 10 15 



Asp Thr Lys Asp Ala Ser Val Thr Asp Trp Val lie Asn Glu Leu Arg 
20 25 30 

Tyr His Leu Glu Glu Ser Arg Asp Lys Asn Val Leu Leu Cys Leu Glu 
35 40 45 

Glu Arg Asp Trp Asp Pro Gly Leu Ala lie lie Asp Asn Leu Met Gin 
50 55 60 

Ser lie Asn Gin Ser Lys Lys Thr Val Phe Val Leu Thr Lys Lys Tyr 
65 70 75 80 

Ala Lys Ser Trp Asn Phe Lys Thr Ala Phe Tyr Leu Xaa Leu Gin Arg 
85 90 95 

Leu Met Gly Glu Asn Met Asp Val lie lie Phe lie Leu Leu Glu Pro 
100 105 110 

Val Leu Gin His Ser Pro Tyr Leu Arg Leu Arg Gin Arg He Cys Lys 
115 120 125 

Se.1 Ser He Leu Gin Trp Pro Asp Asn Pro Lys Ala Glu Arg Leu Phe 
J 130 135 140 

Trp Gin Thr Leu Xaa Asn Val Val Leu Thr Glu Asn Asp Ser Arg Tyr 
lf| 150 155 160 

Ash Asn Met Tyr Val Asp Ser He Lys Gin Tyr 
^ 165 170 



<210> 19 
<&1> 629 
<M2> DNA 
<2=13> Unknown 

<220> 

<223> Description of Unknown Organism .-primate ; surmised 
Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (486) 

<220> 

<221> misc_feature 
<222> (48) . . (75) 

<223> Xaa translation depends on genetic code 
<400> 19 

aat gaa ttg ate ccc aat eta gag aag gaa gat ggt tct ate ttg att 
Asn Glu Leu He Pro Asn Leu Glu Lys Glu Asp Gly Ser He Leu He 
15 10 15 



tgc 
Cys 


ctt 
Leu 


tat 
Tyr 


gaa 
Glu 
20 


age 
Ser 


tac 
Tyr 


ttt 
Phe 


gac 
Asp 


cct 
Pro 
25 


ggc 

Gly 


aaa 
Lys 


age 
Ser 


att 
He 


agt 
Ser 
30 


gaa 
Glu 


aat 
Asn 


96 


att 
lie 


gta 
Val 


age 
Ser 
35 


ttc 
Phe 


att 
He 


gag 

Glu 


aaa 
Lys 


age 
Ser 
40 


tat 
Tyr 


aag 
Lys 


tec 
Ser 


ate 
He 


ttt 
Phe 
45 


gtt 
Val 


ttg 
Leu 


tcy 
Xaa 


144 


ccc 
Pro 


aac 
Asn 
50 


ttt 
Phe 


gtc 
Val 


cag 
Gin 


aat 
Asn 


gag 

Glu 
55 


tgg 
Trp 


tgc 
Cys 


cat 
His 


tat 
Tyr 


gaa 
Glu 
60 


ttc 
Phe 


tac 
Tyr 


ttt 
Phe 


gec 
Ala 


192 


cac 
His 
65 


cac 
His 


aat 
Asn 


etc 
Leu 


ttc 
Phe 


cat 
His 
70 


gaa 
Glu 


aat 
Asn 


tct 
Ser 


gat 
Asp 


cay 
Xaa 
75 


ata 
He 


att 
He 


ctt 
Leu 


ate 
He 


tta 
Leu 
80 


240 


ctg 
Leu 


gaa 
Glu 


ccc 
Pro 


att 
He 


cca 
Pro 
85 


ttc 
Phe 


tat 
Tyr 


tgc 
Cys 


att 
He 


ccc 
Pro 
90 


acc 
Thr 


agg 
Arg 


tat 
Tyr 


cat 
His 


aaa 
Lys 
95 


ctg 
Leu 


288 


gaUl 
Glf 


get 
Ala 


etc 
Leu 


ctg 
Leu 
100 


gaa 
Glu 


aaa 
Lys 


aaa 
Lys 


gca 
Ala 


tac 
Tyr 
105 


ttg 
Leu 


gaa 
Glu 


tgg 

Trp 


ccc 
Pro 


aag 
Lys 
110 


gat 
Asp 


agg 

Arg 


336 


Am 


aaa 
Lys 


tgt 
Cys 
115 


ggg 

Gly 


ctt 
Leu 


ttc 
Phe 


tgg 
Trp 


gca 
Ala 
120 


aac 
Asn 


ctt 
Leu 


cga 
Arg 


get 
Ala 


get 

Ala 
125 


gtt 

Val 


aat 
Asn 


gtt 

Val 


384 


§==: 

aat 

hqn 


gta 
Val 
130 


tta 
Leu 


gec 
Ala 


acc 
Thr 


aga 
Arg 


gaa 
Glu 
135 


atg 
Met 


tat 
Tyr 


gaa 
Glu 


ctg 
Leu 


cag 
Gin 
140 


aca 
Thr 


ttc 
Phe 


aca 
Thr 


gag 
Glu 


432 


tfa 
lSu 


aat 
Asn 


gaa 
Glu 


gag 

Glu 


tct 
Ser 


cga 
Arg 
150 


ggt 

Gly 


tct 
Ser 


aca 
Thr 


ate 
He 


tct 
Ser 
155 


ctg 
Leu 


atg 
Met 


aga 
Arg 


aca 
Thr 


gac 
Asp 
160 


480 



tgt eta taaaatccca cagtccttgg gaagttgggg accacataca ctgttgggat 53 6 
Cys Leu 



gtacattgat acaaccttta tgatggcaat ttgacaatat ttattaaaat aaaaaatggt 596 
tattcccttc aaaaaaaaaa aaaaaaaaaa aaa 629 



<210> 20 
<211> 162 
<212> PRT 
<213> Unknown 



<400> 20 

Asn Glu Leu He Pro Asn Leu Glu Lys Glu Asp Gly Ser He Leu He 
15 10 15 



Cys Leu Tyr Glu Ser Tyr Phe Asp Pro Gly Lys Ser lie Ser Glu Asn 
20 25 30 

He Val Ser Phe He Glu Lys Ser Tyr Lys Ser He Phe Val Leu Xaa 
35 40 45 

Pro Asn Phe Val Gin Asn Glu Trp Cys His Tyr Glu Phe Tyr Phe Ala 
50 55 60 

His His Asn Leu Phe His Glu Asn Ser Asp Xaa He He Leu He Leu 
65 70 75 80 

Leu Glu Pro He Pro Phe Tyr Cys He Pro Thr Arg Tyr His Lys Leu 
85 90 95 

Glu Ala Leu Leu Glu Lys Lys Ala Tyr Leu Glu Trp Pro Lys Asp Arg 
100 105 110 

Arg Lys Cys Gly Leu Phe Trp Ala Asn Leu Arg Ala Ala Val Asn Val 
115 120 125 

A%n Val Leu Ala Thr Arg Glu Met Tyr Glu Leu Gin Thr Phe Thr Glu 
; f 130 135 140 

Leu Asn Glu Glu Ser Arg Gly Ser Thr He Ser Leu Met Arg Thr Asp 
3M5 150 155 160 

Gys Leu 



<j210> 21 
Mll> 427 
<212> DNA 
€213> Unknown 

«T220> 

<223> Description of Unknown Organism: primate; surmised 
Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (426) 

<400> 21 

aag aac tec aaa gaa aac etc cag ttt cat get ttt att tea tat agt 48 

Lys Asn Ser Lys Glu Asn Leu Gin Phe His Ala Phe He Ser Tyr Ser 
15 10 15 

gaa cat gat tct gec tgg gtg aaa agt gaa ttg gta cct tac eta gaa 96 
Glu His Asp Ser Ala Trp Val Lys Ser Glu Leu Val Pro Tyr Leu Glu 
20 25 30 



aaa gaa gat ata cag att tgt ctt cat gag aga aac ttt gtc cct ggc 144 



Lys Glu Asp lie Gin lie Cys Leu His Glu Arg Asn Phe Val Pro Gly 
35 40 45 

aag age att gtg gaa aat ate ate aac tgc att gag aag agt tac aag 
Lys Ser lie Val Glu Asn lie lie Asn Cys lie Glu Lys Ser Tyr Lys 
50 55 60 

tec ate ttt gtt ttg tct ccc aac ttt gtc cag agt gag tgg tgc cat 
Ser lie Phe Val Leu Ser Pro Asn Phe Val Gin Ser Glu Trp Cys His 
65 70 75 80 

tac gaa etc tat ttt gec cat cac aat etc ttt cat gaa gga tct aat 
Tyr Glu Leu Tyr Phe Ala His His Asn Leu Phe His Glu Gly Ser Asn 
85 90 95 

aac tta ate etc ate tta ctg gaa ccc att cca cag aac age att ccc 
Asn Leu lie Leu lie Leu Leu Glu Pro lie Pro Gin Asn Ser lie Pro 
100 105 110 

aac aag tac cac aag ctg aag get etc atg acg cag egg act tat ttg 
£|§n Lys Tyr His Lys Leu Lys Ala Leu Met Thr Gin Arg Thr Tyr Leu 
& 115 120 125 

cag tgg ccc aag gag aaa age aaa cgt ggg etc ttt tgg get a 
(Sin Trp Pro Lys Glu Lys Ser Lys Arg Gly Leu .Phe Trp Ala 
Pi 130 135 140 



<210> 22 
<€11> 142 
§12> PRT 
|£l3> Unknown 

p00> 22 

fey-s Asn Ser Lys Glu Asn Leu Gin Phe His Ala Phe lie Ser Tyr Ser 
15 10 15 

Glu His Asp Ser Ala Trp Val Lys Ser Glu Leu Val Pro Tyr Leu Glu 
20 25 30 

Lys Glu Asp lie Gin lie Cys Leu His Glu Arg Asn Phe Val Pro Gly 
35 40 45 

Lys Ser lie Val Glu Asn lie lie Asn Cys lie Glu Lys Ser Tyr Lys 
50 55 60 

Ser lie Phe Val Leu Ser Pro Asn Phe Val Gin Ser Glu Trp Cys His 
65 70 75 80 

Tyr Glu Leu Tyr Phe Ala His His Asn Leu Phe His Glu Gly Ser Asn 
85 90 95 

Asn Leu lie Leu lie Leu Leu Glu Pro lie Pro Gin Asn Ser lie Pro 



Asn Lys Tyr His Lys Leu Lys Ala Leu Met Thr Gin Arg Thr Tyr Leu 
115 120 125 

Gin Trp Pro Lys Glu Lys Ser Lys Arg Gly Leu Phe Trp Ala 
130 135 140 



<210> 23 
<211> 662 
<212> DNA 
<213> Unknown 

<220> 

<223> Description of Unknown Organism: primate; surmised 
Homo sapiens 

<220> 

<221> CDS 

<2|-2> (1) . . (627) 

<2|0> 

<22^ : 1> misc_f eature 
<2g2> (18) . . (136) 

<2f2 : 3> Xaa translation depends on genetic code 
<4j0> 23 

get tec acc tgt gec tgg cct ggc ttc cct ggc ggg ggc ggc aaa gtg 48 
Aja Ser Thr Cys Ala Trp Pro Gly Phe Pro Gly Gly Gly Gly Lys Val 
Sr 5 10 15 

gg!c gar atg agg atg ccc tgc cct acg atg cct teg tgg tct teg aca 96 
Gi^ Xaa Met Arg Met Pro Cys Pro Thr Met Pro Ser Trp Ser Ser Thr 
^ 20 25 30 

aaa cgc rga gcg cag tgg cag act ggg tgt aca acg age ttc ggg ggc 144 
Lys Arg Xaa Ala Gin Trp Gin Thr Gly Cys Thr Thr Ser Phe Gly Gly 
35 40 45 

age tgg agg agt gec gtg ggc get ggg cac tec gee tgt gec tgg agg 192 
Ser Trp Arg Ser Ala Val Gly Ala Gly His Ser Ala Cys Ala Trp Arg 
50 55 60 

aac gcg act ggc tgc ctg gca aaa ccc tct ttg aga acc tgt ggg cct 240 
Asn Ala Thr Gly Cys Leu Ala Lys Pro Ser Leu Arg Thr Cys Gly Pro 
65 70 75 80 

egg tct atg gca gec gca aga cgc tgt ttg tgc tgg ccc aca egg acc 288 
Arg Ser Met Ala Ala Ala Arg Arg Cys Leu Cys Trp Pro Thr Arg Thr 
85 90 95 

ggg tea gtg gtc tct tgc gcg cca ktt ntc ctg ctg gec cag cag cgc 336 
Gly Ser Val Val Ser Cys Ala Pro Xaa Xaa Leu Leu Ala Gin Gin Arg 



ctg ctg gar gac cgc aag gac gtc gtg gtg ctg gtg ate eta ang cct 
Leu Leu Xaa Asp Arg Lys Asp Val Val Val Leu Val lie Leu Xaa Pro 
115 120 125 

gac ggc caa gec tec cga eta enn gat gcg ctg acc age gee tct gec 
Asp Gly Gin Ala Ser Arg Leu Xaa Asp Ala Leu Thr Ser Ala Ser Ala 
130 135 140 

gec aga gtg tec tec tct ggc ccc acc age cca gtg gtc gcg cag ctt 
Ala Arg Val Ser Ser Ser Gly Pro Thr Ser Pro Val Val Ala Gin Leu 
145 150 155 160 

ctg agg cca gca tgc atg gec ctg acc agg gac aac cac cac ttc tat 
Leu Arg Pro Ala Cys Met Ala Leu Thr Arg Asp Asn His His Phe Tyr 
165 170 175 

aac egg aac ttc tgc cag gga acc cac ggc cga ata gee gtg age egg 
Asn Arg Asn Phe Cys Gin Gly Thr His Gly Arg lie Ala Val Ser Arg 
O 180 185 190 

ait cct gca egg tgc cac etc cac aca cac eta aca tat gec tgc ctg 
Aih Pro Ala Arg Cys His Leu His Thr His Leu Thr Tyr Ala Cys Leu 
O 195 200 205 

afc tgaccaacac atgctcgcca ccctcaccac acacc 
lie 



<210> 24 
«211> 209 
<212> PRT 
>€§13> Unknown 

<400> 24 

Ala Ser Thr Cys Ala Trp Pro Gly Phe Pro Gly Gly Gly Gly Lys Val 
1 5 10 15 

Gly Xaa Met Arg Met Pro Cys Pro Thr Met Pro Ser Trp Ser Ser Thr 
20 25 30 

Lys Arg Xaa Ala Gin Trp Gin Thr Gly Cys Thr Thr Ser Phe Gly Gly 
35 40 45 

Ser Trp Arg Ser Ala Val Gly Ala Gly His Ser Ala Cys Ala Trp Arg 
50 55 60 

Asn Ala Thr Gly Cys Leu Ala Lys Pro Ser Leu Arg Thr Cys Gly Pro 
65 70 75 80 

Arg Ser Met Ala Ala Ala Arg Arg Cys Leu Cys Trp Pro Thr Arg Thr 
85 90 95 



Gly Ser Val Val Ser Cys Ala Pro 
100 

Leu Leu Xaa Asp Arg Lys Asp Val 
115 120 

Asp Gly Gin Ala Ser Arg Leu Xaa 
130 135 

Ala Arg Val Ser Ser Ser Gly Pro 
145 150 

Leu Arg Pro Ala Cys Met Ala Leu 
165 

Asn Arg Asn Phe Cys Gin Gly Thr 
180 

Asn Pro Ala Arg Cys His Leu His 
c 195 200 

lit 



Xaa Xaa Leu Leu Ala Gin Gin Arg 
105 no 

Val Val Leu Val He Leu Xaa Pro 
125 

Asp Ala Leu Thr Ser Ala Ser Ala 
140 

Thr Ser Pro Val Val Ala Gin Leu 
155 160 

Thr Arg Asp Asn His His Phe Tyr 
170 175 

His Gly Arg He Ala Val Ser Arg 
185 190 

Thr His Leu Thr Tyr Ala Cys Leu 
205 



<il0> 25 
<2ll> 4865 
<ll2> DNA 
<Jtl3> Unknown 

<jfto> 

<lf23> Description of Unknown Organism : primate ; surmised 
O Homo sapiens 

<mo> 

<221> CDS 

<222> (107) . . (2617) 
<220> 

<221> mat_peptide 
<222> (173) . . (2617) 

<220> 

<221> misc_feature 
<222> (189) 

<223> Xaa translation depends on genetic code 
<400> 25 

aaaatactcc cttgcctcaa aaactgctcg gtcaaacggt gatagcaaac cacgcattca 60 

cagggccact gctgctcaca naascagtga ggatgatgcc aggatg atg tct gcc 115 

Met Ser Ala 
-20 



teg 

Ser 


cgc 
Arg 


ctg 
Leu 


get 
Ala 


ggg 

Gly 
-15 


act 
Thr 


ctg 
Leu 


He 


Pro 


Ala 
-10 


Met 


gcc 
Ala 


ttc 
Phe 


etc 
Leu 


tec 
Ser 
-5 


tgc 
Cys 


163 


gtg 
Val 


aga 
Arg 


cca 
Pro 
-l 


gaa 
Glu 
1 


age 
Ser 


tgg 
Trp 


gag 
Glu 


ccc 
Pro 
5 


tgc 
Cys 


gtg 

Val 


gag 
Glu 


gtt 

Val 


cct 
Pro 
10 


aat 
Asn 


att 
He 


act 
Thr 


211 


tat 
Tyr 


caa 
Gin 
15 


tgc 
Cys 


atg 
Met 


gag 

Glu 


ctg 
Leu 


aat 
Asn 
20 


ttc 
Phe 


tac 
Tyr 


aaa 
Lys 


ate 
He 


ccc 
Pro 
25 


gac 
Asp 


aac 
Asn 


etc 
Leu 


ccc 
Pro 


259 


ttc 
Phe 
30 


tea 
Ser 


ace 
Thr 


aag 
Lys 


aac 
Asn 


ctg 
Leu 
35 


gac 
Asp 


ctg 
Leu 


age 
Ser 


ttt 
Phe 


aat 
Asn 
40 


ccc 
Pro 


ctg 

Leu 


agg 
Arg 


cat 
His 


tta 
Leu 
45 


307 


ggc 

Gly 


age 
Ser 


tat 
Tyr 


age 
Ser 


ttc 
Phe 
50 


ttc 
Phe 


agt 
Ser 


ttc 
Phe 


cca 
Pro 


gaa 
Glu 
55 


ctg 
Leu 


cag 
Gin 


gtg 

Val 


ctg 
Leu 


gat 
Asp 
60 


tta 
Leu 


355 


Se€| 


agg 
Arg 


tgt 
Cys 


gaa 
Glu 
65 


ate 
He 


cag 
Gin 


aca 
Thr 


att 
He 


gaa 
Glu 
70 


gat 
Asp 


ggg 

Gly 


gca 
Ala 


tat 
Tyr 


cag 
Gin 
75 


age 
Ser 


eta 
Leu 


403 


agS 
Sep 


cac 
His 


etc 
Leu 
80 


tct 
Ser 


acc 
Thr 


tta 
Leu 


ata 
He 


ttg 
Leu 
85 


aca 
Thr 


gga 
Gly 


aac 
Asn 


ccc 
Pro 


ate 
He 
90 


cag 
Gin 


agt 
Ser 


tta 
Leu 


451 


g<s? 

Alfa 


ctg 
Leu 
95 


gga 

Gly 


gcc 
Ala 


ttt 
Phe 


tct 
Ser 


gga 

Gly 
100 


eta 
Leu 


tea 
Ser 


agt 
Ser 


tta 
Leu 


cag 
Gin 
105 


aag 
Lys 


ctg 
Leu 


gtg 

Val 


get 
Ala 


499 


g5§ 
vll 

iro 


gag 
Glu 


aca 
Thr 


aat 
Asn 


eta 
Leu 


gca 
Ala 
115 


tct 
Ser 


eta 
Leu 


gag 
Glu 


aac 
Asn 


ttc 
Phe 
120 


ccc 
Pro 


att 
He 


gga 

Gly 


cat 
His 


etc 
Leu 
125 


547 


aaa 
Lys 


act 
Thr 


ttg 
Leu 


aaa 
Lys 


gaa 
Glu 
130 


ctt 
Leu 


aat 
Asn 


gtg 

Val 


get 
Ala 


cac 
His 
135 


aat 
Asn 


ctt 
Leu 


ate 
He 


caa 
Gin 


tct 
Ser 
140 


ttc 
Phe 


595 


aaa 
Lys 


tta 
Leu 


cct 
Pro 


gag 

Glu 
145 


tat 
Tyr 


ttt 
Phe 


tct 
Ser 


aat 
Asn 


ctg 
Leu 
150 


acc 
Thr 


aat 
Asn 


eta 
Leu 


gag 

Glu 


cac 
His 
155 


ttg 
Leu 


gac 
Asp 


643 


ctt 
Leu 


tec 
Ser 


age 
Ser 
160 


aac 
Asn 


aag 
Lys 


att 
He 


caa 
Gin 


agt 
Ser 
165 


att 
He 


tat 
Tyr 


tgc 
Cys 


aca 
Thr 


gac 
Asp 
170 


ttg 
Leu 


egg 
Arg 


gtt 

Val 


691 


eta 
Leu 


cat 
His 


caa 
Gin 


atg 
Met 


ccc 
Pro 


eta 
Leu 


etc 
Leu 


aat 
Asn 


etc 
Leu 


tct 
Ser 


tta 
Leu 


gac 
Asp 


ctg 
Leu 


tec 
Ser 


ctg 
Leu 


aay 
Xaa 


739 



175 180 185 



cct atg aac ttt ate caa cca ggt gca ttt aaa gaa att agg ctt cat 787 
Pro Met Asn Phe He Gin Pro Gly Ala Phe Lys Glu He Arg Leu His 
190 195 200 205 

aag ctg act tta aga aat aat ttt gat agt tta aat gta atg aaa act 835 
Lys Leu Thr Leu Arg Asn Asn Phe Asp Ser Leu Asn Val Met Lys Thr 
210 215 220 

tgt att caa ggt ctg get ggt tta gaa gtc cat cgt ttg gtt ctg gga 883 
Cys He Gin Gly Leu Ala Gly Leu Glu Val His Arg Leu Val Leu Gly 
225 230 235 

gaa ttt aga aat gaa gga aac ttg gaa aag ttt gac aaa tct get eta 931 
Glu Phe Arg Asn Glu Gly Asn Leu Glu Lys Phe Asp Lys Ser Ala Leu 
240 245 250 

gag ggc ctg tgc aat ttg acc att gaa gaa ttc cga tta gca tac tta 979 
Glu Gly Leu Cys Asn Leu Thr He Glu Glu Phe Arg Leu Ala Tyr Leu 
255 260 265 

ga£, tac tac etc gat gat att att gac tta ttt aat tgt ttg aca aat 1027 
Asp; Tyr Tyr Leu Asp Asp He He Asp Leu Phe Asn Cys Leu Thr Asn 
27Ql 275 280 •• - 285 

gttf tct tea ttt tec ctg gtg agt gtg act att gaa agg gta aaa gac 1075 
VaS j Ser Ser Phe Ser Leu Val Ser Val Thr He Glu Arg Val Lys Asp 
P 290 295 300 

t&t tct tat aat ttc gga tgg caa cat tta gaa tta gtt aac tgt aaa 1123 
Phe Ser Tyr Asn Phe Gly Trp Gin His Leu Glu Leu Val Asn Cys Lys 
O 305 310 315 

tM gga cag ttt ccc aca ttg aaa etc aaa tct etc aaa agg ctt act 1171 
Phe Gly Gin Phe Pro Thr Leu Lys Leu Lys Ser Leu Lys Arg Leu Thr 
G 320 325 330 

ttc act tec aac aaa ggt ggg aat get ttt tea gaa gtt gat eta cca 1219 
Phe Thr Ser Asn Lys Gly Gly Asn Ala Phe Ser Glu Val Asp Leu Pro 
335 340 345 

age ctt gag ttt eta gat etc agt aga aat ggc ttg agt ttc aaa ggt 1267 
Ser Leu Glu Phe Leu Asp Leu Ser Arg Asn Gly Leu Ser Phe Lys Gly 
350 355 360 365 

tgc tgt tct caa agt gat ttt ggg aca acc age eta aag tat tta gat 1315 
Cys Cys Ser Gin Ser Asp Phe Gly Thr Thr Ser Leu Lys Tyr Leu Asp 
370 375 380 

ctg age ttc aat ggt gtt att acc atg agt tea aac ttc ttg ggc tta 1363 
Leu Ser Phe Asn Gly Val lie Thr Met Ser Ser Asn Phe Leu Gly Leu 
385 390 395 



gaa caa eta gaa cat ctg gat ttc cag cat tec aat ttg aaa caa atg 
Glu Gin Leu Glu His Leu Asp Phe Gin His Ser Asn Leu Lys Gin Met 



1411 



400 405 410 



agt 
Ser 


gag 
Glu 
415 


ttt 

Phe 


tea 
Ser 


gta 
Val 


ttc 
Phe 


eta 
Leu 
420 


tea 
Ser 


etc 

Leu 


aga 
Arg 


aac 
Asn 


etc 
Leu 
425 


att 
He 


tac 
Tyr 


ctt 
Leu 


gac 
Asp 


1459 


att 
He 
430 


tct 
Ser 


cat 
His 


act 
Thr 


cac 
His 


acc 
Thr 
435 


aga 
Arg 


gtt 

Val 


get 

Ala 


ttc 
Phe 


aat 
Asn 
440 


ggc 

Gly 


ate 
lie 


ttc 
Phe 


aat 
Asn 


ggc 

Gly 
445 


1507 


ttg 
Leu 


tec 
Ser 


agt 
Ser 


etc 
Leu 


gaa 
Glu 
450 


gtc 
Val 


ttg 
Leu 


aaa 
Lys 


atg 
Met 


get 
Ala 
455 


ggc 

Gly 


aat 
Asn 


tct 
Ser 


ttc 
Phe 


cag 
Gin 
460 


gaa 
Glu 


1555 


aac 
Asn 


ttc 
Phe 


ctt 
Leu 


cca 
Pro 
465 


gat 
Asp 


ate 
He 


ttc 
Phe 


aca 
Thr 


gag 
Glu 
470 


ctg 
Leu 


aga 
Arg 


aac 
Asn 


ttg 
Leu 


acc 
Thr 
475 


ttc 
Phe 


ctg 
Leu 


1603 


gac 
Asp 


etc 

Leu 


tct 
Ser 
480 


cag 
Gin 


tgt 
Cys 


caa 
Gin 


ctg 
Leu 


gag 
Glu 
485 


cag 
Gin 


ttg 
Leu 


tct 
Ser 


cca 
Pro 


aca 
Thr 
490 


gca 
Ala 


ttt 

Phe 


aac 
Asn 


1651 


teja 
sm 


etc 
Leu 
495 


tec 
Ser 


agt 
Ser 


ctt 
Leu 


cag 
Gin 


gta 
Val 
500 


eta 
Leu 


aat 
Asn 


atg 
Met 


age 
Ser 


cac 
His 
505 


aac 
Asn 


aac 
Asn 


ttc 
Phe 


ttt 
Phe 


1699 


tcia 
sir 
sio 


ttg 
Leu 


gat 
Asp 


acg 
Thr 


ttt 
Phe 


cct 
Pro 

515 


tat 
Tyr 


aag 
Lys 


tgt 
Cys 


ctg 
Leu 


aac 
Asn 
520 


tec 
Ser 


etc 
Leu 


cag 
Gin 


gtt 

Val 


ctt 
Leu 
525 


1747 


gat 

Ajp 


tac 
Tyr 


agt 
Ser 


etc 
Leu 


aat 
Asn 
530 


cac 
His 


ata 
He 


atg 
Met 


act 
Thr 


tec 
Ser 
535 


aaa 
Lys 


aaa 
Lys 


cag 
Gin 


gaa 
Glu 


eta 
Leu 
540 


cag 
Gin 


1795 


Has 


ttt 
Phe 


cca 
Pro 


agt 
Ser 
545 


agt 
Ser 


eta 
Leu 


get 
Ala 


ttc 
Phe 


tta 
Leu 
550 


aat 
Asn 


ctt 
Leu 


act 
Thr 


cag 
Gin 


aat 
Asn 
555 


gac 
Asp 


ttt 
Phe 


1843 


get 
Ala 


tgt 
Cys 


act 
Thr 
560 


tgt 
Cys 


gaa 
Glu 


cac 
His 


cag 
Gin 


agt 
Ser 
565 


ttc 
Phe 


ctg 
Leu 


caa 
Gin 


tgg 

Trp 


ate 
He 
570 


aag 
Lys 


gac 
Asp 


cag 
Gin 


1891 


agg 

Arg 


cag 
Gin 
575 


etc 
Leu 


ttg 
Leu 


gtg 
Val 


gaa 
Glu 


gtt 
Val 
580 


gaa 
Glu 


cga 
Arg 


atg 
Met 


gaa 
Glu 


tgt 
Cys 
585 


gca 
Ala 


aca 
Thr 


cct 
Pro 


tea 
Ser 


1939 


gat 
Asp 
590 


aag 
Lys 


cag 
Gin 


ggc 

Gly 


atg 
Met 


cct 
Pro 
595 


gtg 

Val 


ctg 
Leu 


agt 
Ser 


ttg 
Leu 


aat 
Asn 
600 


ate 
He 


acc 

Thr 


tgt 
Cys 


cag 
Gin 


atg 
Met 
605 


1987 


aat 

Asn 


aag 
Lys 


acc 
Thr 


ate 
He 


att 
He 


ggt 

Gly 


gtg 

Val 


teg 
Ser 


gtc 
Val 


etc 
Leu 


agt 
Ser 


gtg 

Val 


ctt 
Leu 


gta 
Val 


gta 
Val 


tct 
Ser 


2035 



gtt gta gca gtt ctg gtc tat aag ttc tat ttt cac ctg atg ctt ctt 2083 
Val Val Ala Val Leu Val Tyr Lys Phe Tyr Phe His Leu Met Leu Leu 
625 630 635 

get ggc tgc ata aag tat ggt aga ggt gaa aac ate tat gat gec ttt 2131 
Ala Gly Cys He Lys Tyr Gly Arg Gly Glu Asn He Tyr Asp Ala Phe 
640 645 650 

gtt ate tac tea age cag gat gag gac tgg gta agg aat gag eta gta 2179 
Val He Tyr Ser Ser Gin Asp Glu Asp Trp Val Arg Asn Glu Leu Val 
655 660 665 

aag aat tta gaa gaa ggg gtg cct cca ttt cag etc tgc ctt cac tac 2227 
Lys Asn Leu Glu Glu Gly Val Pro Pro Phe Gin Leu Cys Leu His Tyr 
670 675 680 685 

aga gac ttt att ccc ggt gtg gec att get gec aac ate ate cat gaa 2275 
Arg Asp Phe He Pro Gly Val Ala He Ala Ala Asn He He His Glu 
690 695 700 

ggj ttc cat aaa age cga aag gtg att gtt gtg gtg tec cag cac ttc 2323 
Gljf Phe His Lys Ser Arg Lys Val He Val Val Val Ser Gin His Phe 
705 710 715 

aiS cag age cgc tgg tgt ate ttt gaa tat gag att get cag acc tgg 2371 
lie Gin Ser Arg Trp Cys He Phe Glu Tyr Glu He Ala Gin Thr Trp 
•P 720 725 730 

cag ttt ctg age agt cgt get ggt ate ate ttc att gtc ctg cag aag 2419 
GCi Phe Leu Ser Ser Arg Ala Gly He He Phe He Val Leu Gin Lys 
CI 735 740 745 

g£g gag aag acc ctg etc agg cag cag gtg gag ctg tac cgc ctt etc 2467 
VIOL Glu Lys Thr Leu Leu Arg Gin Gin Val Glu Leu Tyr Arg Leu Leu 
7 SO 755 760 765 

age agg aac act tac ctg gag tgg gag gac agt gtc ctg ggg egg cac 2515 
Ser Arg Asn Thr Tyr Leu Glu Trp Glu Asp Ser Val Leu Gly Arg His 
770 775 780 

ate ttc tgg aga cga etc aga aaa gee ctg ctg gat ggt aaa tea tgg 2 563 
He Phe Trp Arg Arg Leu Arg Lys Ala Leu Leu Asp Gly Lys Ser Trp 
785 790 795 

aat cca gaa gga aca gtg ggt aca gga tgc aat tgg cag gaa gca aca 2 611 
Asn Pro Glu Gly Thr Val Gly Thr Gly Cys Asn Trp Gin Glu Ala Thr 
800 805 810 

tct ate tgaagaggaa aaataaaaac ctcctgaggc atttcttgee cagctgggtc 2667 
Ser He 
815 



caacacttgt tcagttaata agtattaaat gctgccacat gtcaggcett atgctaaggg 2727 



tgagtaat tc 


catgg tgcac 


t agatatgca 


gggctget aa 


tct caaggag 


ct tccag tgc 


2787 


agagggaata 


aatgc tagac 


t aaaat acag 


agtct tccag 


9tgggcattt 


caaccaactc 


2847 


agtcaaggaa 


cccatgacaa 


agaaagt cat 




acc teat caa 


gt tgaataaa 




gacagagaaa 


acagaaagag 


acattgt tct 


ttt cc tgagt 


cttttgaatg 


gaaattgtat 


2967 


tatgttatag 


ccatcataaa 


accatt ttgg 


tagttttgac 


tgaactgggt 


gttcactttt 


3027 


tcctttttga 


ttgaatacaa 


tttaaattct 


acttgatgac 


tgcagtcgtc 


aaggggctcc 


3087 


tgatgcaaga 


tgccccttcc 


ac l Luaagcc 


tgtctcctt a 


cagakgttaa 


agt ctantgg 


3 147 


ctaattccta 


aggaaacctg 


attaacacat 


gctcacaacc 


atcctggtca 


ttctcganca 


3207 


tgt tctattt 


ct caactaat 


cacccctgat 


a t- a t- 1- t- n~ => t- 

aUaLLLLLdL 


Ltucacacat 


ccagttt tea 




tttttttacg 


tcttgcctat 


aagctaatat 


cataaataag 


gttgtttaag 


aegtgettea 


3327 


atffcatccata 


ttaaccacta 


tttttcaagg 


aagtatggaa 


aagtacactc 


tgtcactttg 


3387 


tifactcgatg 


tcattccaaa 


gttattgcct 


actaagtaat 


gactgtcatg 


aaagcagcat 


3447 


tgaaataatt 


tgtttaaagg 


gggcactctt 


ttaaacggga 


agaaaatttc 


cgcttcctgg 


3507 


tpttatcatg 


gacaatttgg 


get akaggca 


kgaaggaagt 


gggatkacct 


caggangtca 




qgttttcttg 


attccagaaa 


catatgggct 


gataaacccg 


gggtgacctc 


atgaaatgag 


3 627 


titgcagcaga 


wgtttattt t 


tttcagaaca 


agtgatgtt t 


gatggacctm 


tgaatctmtt 


3687 


tpgggagaca 


cagatggctg 


ggatccctcc 


cctgt accc t 


tctcactgmc 


aggagaacta 




cgtgtgaagg 


tattcaaggc 


agggagtata 


cattgctgtt 


tcctgttggg 


caatgctcct 


3 807 


tgaccacatt 


ttgggaagag 


tggatgttat 


cattgagaaa 


acaatgtgtc 


tggaattaat 


3 867 


ggggttctta 


taaagaaggt 


tcccagaaaa 


gaatgttcat 


tccagcttct 


tcaggaaaca 


3 927 


ggaacattca 


aggaaaagga 


caatcaggat 


gtcatcaggg 


aaatgaaaat 


aaaaaccaca 


3 987 


atgagatatc 


accttatacc 


aggtagatgg 


ctactataaa 


aaaatgaagt 


gtcatcaagg 


4047 


atatagagaa 


attggaaccc 


ttcttcactg 


ctggagggaa 


tggaaaatgg 


tgtagccgtt 


4107 


atgaaaaaca 


gtacggaggt 


ttctcaaaaa 


ttaaaaatag 


aactgetata 


tgatccagca 


4167 


atctcacttc 


tgtatatata 


cccaaaataa 


ttgaaatcag 


aatttcaaga 


aaatatttac 


4227 


actcccatgt 


tcattgtggc 


actcttcaca 


atcactgttt 


ccaaagttat 


ggaaacaacc 


4287 



caaatttcca ttggaaaata aatggacaaa ggaaatgtgc atataacgta caatggggat 4347 
attattcagc ctaaaaaaag gggggatcct gttatttatg acaacatgaa taaacccgga 44 07 
ggccattatg ctatgtaaaa tgagcaagta acagaaagac aaatactgcc tgatttcatt 44 67 
tatatgaggt tctaaaatag tcaaactcat agaagcagag aatagaacag tggttcctag 4527 
ggaaaaggag gaagggagaa atgaggaaat agggagttgt ctaattggta taaaattata 4587 
gtatgcaaga tgaattagct ctaaagatca gctgtatagc agagttcgta taatgaacaa 4647 
tactgtatta tgcacttaac attttgttaa gagggtacct ctcatgttaa gtgttcttac 4707 
catatacata tacacaagga agcttttgga ggtgatggat atatttatta ccttgattgt 4767 
ggtgatggtt tgacaggtat gtgactatgt ctaaactcat caaattgtat acattaaata 4827 
tatgcagttt tataatatca aaaaaaaaaa aaaaaaaa 4865 



<f!0> 26 
<2%1> 837 
<£l2> PRT 
<|43> Unknown 

<&0> 26 

M<#t Ser Ala Ser Arg Leu Ala Gly Thr Leu lie Pro Ala Met Ala Phe 
H -20 -15 -10 

lHi Ser Cys Val Arg Pro Glu Ser Trp Glu Pro Cys Val Glu Val Pro 
p -5 -11 5 10 

AEh lie Thr Tyr Gin Cys Met Glu Leu Asn Phe Tyr Lys lie Pro Asp 
5 15 2 0 25 

Asn Leu Pro Phe Ser Thr Lys Asn Leu Asp Leu Ser Phe Asn Pro Leu 
30 35 40 

Arg His Leu Gly Ser Tyr Ser Phe Phe Ser Phe Pro Glu Leu Gin Val 
45 50 55 

Leu Asp Leu Ser Arg Cys Glu lie Gin Thr lie Glu Asp Gly Ala Tyr 
60 65 70 

Gin Ser Leu Ser His Leu Ser Thr Leu He Leu Thr Gly Asn Pro He 
75 80 85 90 

Gin Ser Leu Ala Leu Gly Ala Phe Ser Gly Leu Ser Ser Leu Gin Lys 
95 100 105 

Leu Val Ala Val Glu Thr Asn Leu Ala Ser Leu Glu Asn Phe Pro He 
110 115 120 



Gly His Leu Lys Thr Leu Lys Glu Leu Asn Val Ala His Asn Leu lie 



125 



Gin Ser Phe Lys Leu Pro Glu Tyr Phe Ser Asn Leu Thr Asn Leu Glu 



140 



145 



His Leu Asp Leu Ser Ser Asn Lys lie Gin Ser lie Tyr Cys Thr Asp 
155 160 

Leu Arg Val Leu His Gin Met Pro Leu Leu Asn Leu Ser Leu Asp Leu 
175 180 

Ser Leu Xaa Pro Met Asn Phe lie Gin Pro Gly Ala Phe Lys Glu lie 

190 195 
Arg Leu His Lys Leu Thr Leu Arg Asn Asn Phe Asp Ser Leu Asn Val 

205 210 
Met Lys Thr Cys lie Gin Gly Leu Ala Gly Leu Glu Val His Arg Leu 

220 225 230 

V J Leu Gly Glu Phe Arg Asn Glu Gly Asn Leu Glu Lys Phe Asp Lys 
23B 240 245 

3$ Ala Leu Glu Gly Leu Cys Asn Leu Thr He Glu Glu Phe Arg Leu 



255 



A fi Tyr Leu Asp Tyr Tyr Leu Asp Asp lie lie Asp Leu Phe Asn Cys 

Ser Leu Val Ser Val Thr 
290 295 



270 275 2 80 

L& Thr Asn Val Ser Ser Phe Ser Leu Val Ser Val Thr lie Glu Arg 

2: 285 290 ^ y 

V fi Lys Asp Phe Ser Tyr Asn Phe Gly Trp Gin His Leu Glu Leu Val 



Asn Cys Lys Phe Gly Gin Phe Pro Thr Leu Lys Leu Lys Ser Leu Lys 
315 3 20 32 

Arg Leu Thr Phe Thr Ser Asn Lys Gly Gly Asn Ala Phe Ser Glu Val 



335 340 345 

nln TDVio T.p>ii iiwJ _. _ 

350 355 360 



Phe Lys Gly Cys Cys Ser Gin Ser Asp Phe Gly Thr Thr Ser Leu Lys 

370 J 



Asp Leu Pro Ser Leu Glu Phe Leu Asp Leu Ser Arg Asn Gly Leu Ser 

Gly 
365 

Tyr Leu Asp Leu Ser Phe Asn Gly Val He Thr Met Ser Ser Asn Phe 

380 385 390 

Leu Gly Leu Glu Gin Leu Glu His Leu Asp Phe Gin His Ser Asn Leu 
395 400 405 



Lys Gin Met Ser Glu Phe Ser Val Phe Leu Ser Leu Arg Asn Leu lie 
415 420 425 

Tyr Leu Asp lie Ser His Thr His Thr Arg Val Ala Phe Asn Gly lie 
430 435 440 

Phe Asn Gly Leu Ser Ser Leu Glu Val Leu Lys Met Ala Gly Asn Ser 
445 450 455 

Phe Gin Glu Asn Phe Leu Pro Asp lie Phe Thr Glu Leu Arg Asn Leu 
460 465 470 

Thr Phe Leu Asp Leu Ser Gin Cys Gin Leu Glu Gin Leu Ser Pro Thr 
475 480 485 490 

Ala Phe Asn Ser Leu Ser Ser Leu Gin Val Leu Asn Met Ser His Asn 
495 500 505 

Asn Phe Phe Ser Leu Asp Thr Phe Pro Tyr Lys Cys Leu Asn Ser Leu 
510 515 520 

G2M Val Leu Asp Tyr Ser Leu Asn His lie Met Thr Ser Lys Lys Gin 
C 525 530 535 

Glli Leu Gin His Phe Pro Ser Ser Leu Ala Phe Leu Asn Leu Thr Gin 
Q 540 545 550 

Asa Asp Phe Ala Cys Thr Cys Glu His Gin Ser Phe Leu Gin Trp lie 
555 560 565 570 

Lyi; Asp Gin Arg Gin Leu Leu Val Glu Val Glu Arg Met Glu Cys Ala 
|I 575 580 585 ' 

T& Pro Ser Asp Lys Gin Gly Met Pro Val Leu Ser Leu Asn lie Thr 
iu 590 595 600 

Cys Gin Met Asn Lys Thr lie He Gly Val Ser Val Leu Ser Val Leu 
605 610 615 

Val Val Ser Val Val Ala Val Leu Val Tyr Lys Phe Tyr Phe His Leu 
620 625 630 

Met Leu Leu Ala Gly Cys He Lys Tyr Gly Arg Gly Glu Asn He Tyr 
635 640 645 650 

Asp Ala Phe Val He Tyr Ser Ser Gin Asp Glu Asp Trp Val Arg Asn 
655 660 665 

Glu Leu Val Lys Asn Leu Glu Glu Gly Val Pro Pro Phe Gin Leu Cys 
670 675 680 

Leu His Tyr Arg Asp Phe He Pro Gly Val Ala He Ala Ala Asn He 
685 690 695 



He His Glu Gly Phe His 
700 

Gin His Phe He Gin Ser 
715 720 

Gin Thr Trp Gin Phe Leu 
735 

Leu Gin Lys Val Glu Lys 
750 

Arg Leu Leu Ser Arg Asn 
765 

Gly Arg His He Phe Trp 
780 

Lys Ser Trp Asn Pro Glu 
79£: 800 

Glu' Ala Thr Ser He 

V\ 815 



<2,10> 27 
<211> 300 
<212> DNA 
<2€3> Unknown 

<i|o> 

<$23> Description of Unknown Organ ism: rodent ; surmised 
p Mus musculus 

<220> 

<221> CDS 

<222> (1) . . (300) 

<220> 

<221> misc_feature 
<222> (62) . . (100) 

<223> Xaa translation depends on genetic code 
<400> 27 

tec tat tct atg gaa aaa gat get ttc eta ttt atg aga aat ttg aag 
Ser Tyr Ser Met Glu Lys Asp Ala Phe Leu Phe Met Arg Asn Leu Lys 
15 10 15 



Lys Ser Arg Lys Val 
705 

Arg Trp Cys He Phe 
725 



Ser Ser Arg Ala Gly 
740 

Thr Leu Leu Arg Gin 
755 

Thr Tyr Leu Glu Trp 
770 

Arg Arg Leu Arg Lys 
785 

Gly Thr Val Gly Thr 
805 



He Val Val Val Ser 
710 

Glu Tyr Glu He Ala 
730 

He He Phe He Val 
745 

Gin Val Glu Leu Tyr 
760 

Glu Asp Ser Val Leu 
775 

Ala Leu Leu Asp Gly 
790 

Gly Cys Asn Trp Gin 
810 



gtt etc tea eta aaa gat aac aat gtc aca get gtc ecc acc act ttg 
Val Leu Ser Leu Lys Asp Asn Asn Val Thr Ala Val Pro Thr Thr Leu 
20 25 30 



cca cct aat tta eta gag etc tat ctt tat aac aat ate att aag aaa 144 
Pro Pro Asn Leu Leu Glu Leu Tyr Leu Tyr Asn Asn lie lie Lys Lys 
35 40 45 



ate caa gaa aat gat ttc aat aac etc aat gag ttg caa gtn ctt gac 192 
lie Gin Glu Asn Asp Phe Asn Asn Leu Asn Glu Leu Gin Xaa Leu Asp 
50 55 60 

eta ngt gga aat tgc cct cga tgt nat aat gtc cca tat ccg tgt aca 24 0 
Leu Xaa Gly Asn Cys Pro Arg Cys Xaa Asn Val Pro Tyr Pro Cys Thr 
65 70 75 80 

ccg tgt gaa aat aat tec ccc tta cag ate cat gan aat get ttc aat 288 
Pro Cys Glu Asn Asn Ser Pro Leu Gin lie His Xaa Asn Ala Phe Asn 
85 90 95 

tea teg aca gan 300 
Ser Ser Thr Xaa 
100 



<210> 28 
<2M> 100 
<2172> PRT 
<2%3> Unknown 

<4?0> 2 8 

Self Tyr Ser Met Glu Lys Asp Ala Phe Leu Phe Met Arg Asn Leu Lys 
T 5 10 15 

Va§ Leu Ser Leu Lys Asp Asn Asn Val Thr Ala Val Pro Thr Thr Leu 
= j 20 25 30 

PrS Pro Asn Leu Leu Glu Leu Tyr Leu Tyr Asn Asn lie lie Lys Lys 
O 35 40 45 

lie Gin Glu Asn Asp Phe Asn Asn Leu Asn Glu Leu Gin Xaa Leu Asp 
50 55 60 

Leu Xaa Gly Asn Cys Pro Arg Cys Xaa Asn Val Pro Tyr Pro Cys Thr 
65 70 75 80 

Pro Cys Glu Asn Asn Ser Pro Leu Gin lie His Xaa Asn Ala Phe Asn 
85 90 95 

Ser Ser Thr Xaa 
100 



<210> 29 

<211> 1756 

<212> DNA 

<213> Unknown 



<220> 

<223> Description of Unknown Organism: rodent; surmised 
Mus musculus 



<220> 

<221> CDS 

<222> (1) . . (1182) 



<400> 29 

tct cca gaa att ccc tgg aat tec ttg cct cct gag gtt ttt gag ggt 48 

Ser Pro Glu lie Pro Trp Asn Ser Leu Pro Pro Glu Val Phe Glu Gly 

15 10 15 

atg ccg cca aat eta aag aat etc tec ttg gec aaa aat ggg etc aaa 96 

Met Pro Pro Asn Leu Lys Asn Leu Ser Leu Ala Lys Asn Gly Leu Lys 

20 25 30 

tct ttc ttt tgg gac aga etc cag tta ctg aag cat ttg gaa att ttg 144 

Ser Phe Phe Trp Asp Arg Leu Gin Leu Leu Lys His Leu Glu lie Leu 

35 40 45 

gaeyctc age cat aac cag ctg aca aaa gta cct gag aga ttg gec aac 192 

As^iLeu Ser His Asn Gin Leu Thr Lys Val Pro Glu Arg Leu Ala Asn 

m 50 55 60 

tgg tec aaa agt etc aca aca ctg att ctt aag cat aat caa ate agg 24 0 

Cyjf Ser Lys Ser Leu Thr Thr Leu lie Leu Lys His Asn Gin lie Arg 

6f£ 70 75 80 

cats, ttg aca aaa tat ttt eta gaa gat get ttg caa ttg cgc tat eta 288 

Glm Leu Thr Lys Tyr Phe Leu Glu Asp Ala Leu Gin Leu Arg Tyr Leu 

U. 85 90 95 

gdg? ate agt tea aat aaa ate cag gtc att cag aag act age ttc cca 336 

AsJ> lie Ser Ser Asn Lys lie Gin Val lie Gin Lys Thr Ser Phe Pro 

100 105 110 

gaa aat gtc etc aac aat ctg gag atg ttg gtt tta cat cac aat cgc 384 

Glu Asn Val Leu Asn Asn Leu Glu Met Leu Val Leu His His Asn Arg 

115 120 125 

ttt ctt tgc aac tgt gat get gtg tgg ttt gtc tgg tgg gtt aac cat 432 

Phe Leu Cys Asn Cys Asp Ala Val Trp Phe Val Trp Trp Val Asn His 

130 135 140 

aca gat gtt act att cca tac ctg gee act gat gtg act tgt gta ggt 48 0 

Thr Asp Val Thr lie Pro Tyr Leu Ala Thr Asp Val Thr Cys Val Gly 

145 150 155 160 



cca gga gca cac aaa ggt caa agt gtc ata tec ctt gat ctg tat acg 
Pro Gly Ala His Lys Gly Gin Ser Val lie Ser Leu Asp Leu Tyr Thr 
165 170 175 



528 



tgt gag tta gat etc aca aac ctg att ctg ttc tea gtt tec ata tea 
Cys Glu Leu Asp Leu Thr Asn Leu He Leu Phe Ser Val Ser He Ser 
180 185 190 

tea gtc etc ttt ctt atg gta gtt atg aca aca agt cac etc ttt ttc 
Ser Val Leu Phe Leu Met Val Val Met Thr Thr Ser His Leu Phe Phe 
195 200 205 

tgg gat atg tgg tac att tat tat ttt tgg aaa gca aag ata aag ggg 
Trp Asp Met Trp Tyr He Tyr Tyr Phe Trp Lys Ala Lys He Lys Gly 
210 215 220 

tat cca gca tct gca ate cca tgg agt cct tgt tat gat get ttt att 
Tyr Pro Ala Ser Ala He Pro Trp Ser Pro Cys Tyr Asp Ala Phe lie 
225 230 235 240 

gtg tat gac act aaa aac tea get gtg aca gaa tgg gtt ttg cag gag 
Val Tyr Asp Thr Lys Asn Ser Ala Val Thr Glu Trp Val Leu Gin Glu 
245 250 255 

ctg,. gtg gca aaa ttg gaa gat cca aga gaa aaa cac ttc aat ttg tgt 
LeiPval Ala Lys Leu Glu Asp Pro Arg Glu Lys His Phe Asn Leu Cys 
5 fl 260 265 270 

ctMjgaa gaa aga gac tgg eta cca gga cag cca gtt eta gaa aac ctt 
Leff Glu Glu Arg Asp Trp Leu Pro Gly Gin Pro Val Leu Glu Asn Leu 
O 275 280 285 

tcfe cag age ata cag etc age aaa aag aca gtg ttt gtg atg aca cag 
Ser Gin Ser He Gin Leu Ser Lys Lys Thr Val Phe Val Met Thr Gin 
C 290 295 300 

adj€t tat get aag act gag agt ttt aag atg gca ttt tat ttg tct cat 
Ly§ Tyr Ala Lys Thr Glu Ser Phe Lys Met Ala Phe Tyr Leu Ser His 
303 310 315 320 

cag agg etc ctg gat gaa aaa gtg gat gtg att ate ttg ata ttc ttg 
Gin Arg Leu Leu Asp Glu Lys Val Asp Val He He Leu He Phe Leu 
325 330 335 

gaa aga cct ctt cag aag tct aag ttt ctt cag etc agg aag aga etc 
Glu Arg Pro Leu Gin Lys Ser Lys Phe Leu Gin Leu Arg Lys Arg Leu 
340 345 350 

tgc agg age tct gtc ctt gag tgg cct gca aat cca cag get cac cca 
Cys Arg Ser Ser Val Leu Glu Trp Pro Ala Asn Pro Gin Ala His Pro 
355 360 365 

tac ttc tgg cag tgc ctg aaa aat gec ctg ace aca gac aat cat gtg 
Tyr Phe Trp Gin Cys Leu Lys Asn Ala Leu Thr Thr Asp Asn His Val 
370 375 380 

get tat agt caa atg ttc aag gaa aca gtc tagctctctg aagaatgtca 
Ala Tyr Ser Gin Met Phe Lys Glu Thr Val 



385 


390 








ccacctagga 


catgccttgg 


tacctgaagt 


tttcataaag 


gtttccataa atgaaggtct 


1262 


gaatttttcc 


taacagttgt 


catggctcag 


attggtggga 


aatcatcaat atatggctaa 


1322 


gaaattaaga 


aggggagact 


gatagaagat 


aatttctttc 


ttcatgtgcc atgctcagtt 


1382 


aaatatttcc 


cctagctcaa 


atctgaaaaa ctgtgcctag 


gagacaacac aaggctttga 


1442 


tttatctgca 


tacaattgat 


aagagccaca 


catctgccct 


gaagaagtac tagtagtttt 


1502 


agtagtaggg 


taaaaattac 


acaagctttc 


tctctctctg 


atactgaact gtaccagagt 


1562 


tcaatgaaat 


aaaagcccag 


agaacttctc 


agtaaatggt 


ttcattatca tgtagtatcc 


1622 


accatgcaat 


atgccacaaa 


rccgctactg 


gtacaggaca 


gntggtagct gcttcaakgc 


1682 


ctcttatcat 


tttcttgggg 


cccatggagg 


ggttctytgg 


gaaadaggga agkttttttt 


1742 


tggccatcca 


tgaa 








1756 



<fl0> 30 
<211> 394 
<gL2> PRT 
<H-3> Unknown 

<400> 30 

Slar Pro Glu lie Pro Trp Asn Ser Leu Pro Pro Glu Val Phe Glu Gly 
= :1 5 10 15 

Met Pro Pro Asn Leu Lys Asn Leu Ser Leu Ala Lys Asn Gly Leu Lys 
£ 20 25 30 

iter Phe Phe Trp Asp Arg Leu Gin Leu Leu Lys His Leu Glu lie Leu 
35 40 45 

Asp Leu Ser His Asn Gin Leu Thr Lys Val Pro Glu Arg Leu Ala Asn 
50 55 60 

Cys Ser Lys Ser Leu Thr Thr Leu lie Leu Lys His Asn Gin lie Arg 
65 70 75 80 

Gin Leu Thr Lys Tyr Phe Leu Glu Asp Ala Leu Gin Leu Arg Tyr Leu 
85 90 95 

Asp lie Ser Ser Asn Lys lie Gin Val lie Gin Lys Thr Ser Phe Pro 
100 105 110 

Glu Asn Val Leu Asn Asn Leu Glu Met Leu Val Leu His His Asn Arg 
115 120 125 



Phe Leu Cys Asn Cys Asp Ala Val Trp Phe Val Trp Trp Val Asn His 
130 135 140 

Thr Asp Val Thr He Pro Tyr Leu Ala Thr Asp Val Thr Cys Val Gly 
145 150 155 160 

Pro Gly Ala His Lys Gly Gin Ser Val He Ser Leu Asp Leu Tyr Thr 
165 170 175 

Cys Glu Leu Asp Leu Thr Asn Leu He Leu Phe Ser Val Ser He Ser 
180 185 190 

Ser Val Leu Phe Leu Met Val Val Met Thr Thr Ser His Leu Phe Phe 
195 200 205 

Trp Asp Met Trp Tyr He Tyr Tyr Phe Trp Lys Ala Lys He Lys Gly 
210 215 220 

Tyr Pro Ala Ser Ala He Pro Trp Ser Pro Cys Tyr Asp Ala Phe He 
225 230 235 240 

VaS Tyr Asp Thr Lys Asn Ser Ala Val Thr Glu Trp Val Leu Gin Glu 
J; 245 250 . - 255 

Liii Val Ala Lys Leu Glu Asp Pro Arg Glu Lys His Phe Asn Leu Cys 
y 260 265 270 

L<ft Glu Glu Arg Asp Trp Leu Pro Gly Gin Pro Val Leu Glu Asn Leu 
^ 275 280 285 

sSr Gin Ser He Gin Leu Ser Lys Lys Thr Val Phe Val Met Thr Gin 
« 290 295 300 

lips Tyr Ala Lys Thr Glu Ser Phe Lys Met Ala Phe Tyr Leu Ser His 
3iff5 310 315 320 

Gin Arg Leu Leu Asp Glu Lys Val Asp Val He He Leu He Phe Leu 
325 330 335 

Glu Arg Pro Leu Gin Lys Ser Lys Phe Leu Gin Leu Arg Lys Arg Leu 
340 345 350 

Cys Arg Ser Ser Val Leu Glu Trp Pro Ala Asn Pro Gin Ala His Pro 
355 360 365 

Tyr Phe Trp Gin Cys Leu Lys Asn Ala Leu Thr Thr Asp Asn His Val 
370 375 380 

Ala Tyr Ser Gin Met Phe Lys Glu Thr Val 
385 390 



<210> 31 
<211> 999 



<212> DNA 
<213> Unknown 

<220> 

<223> Description of Unknown Organism: primate; surmised 
Homo sapiens 

<220> 

<221> CDS 

<222> (2) . . (847) 

<220> 

<221> misc_feature 
<222> (1) . . (282) 

<223> Xaa translation depends on genetic code 
<400> 31 

c ten gat gec aag att egg cac nag gca tat tea gag gtc atg atg gtt 49 
Xaa Asp Ala Lys lie Arg His Xaa Ala Tyr Ser Glu Val Met Met Val 
15 10 15 

ggaptgg tea gat tea tac acc tgt gaa tac cct tta aac eta agg gga 97 
GlyiTrp Ser Asp Ser Tyr Thr Cys Glu Tyr Pro Leu Asn Leu Arg Gly 

fJl 20 25 30 

acfS agg tta aaa gac gtt cat etc cac gaa tta tct tgc aac aca get 145 
ThE: Arg Leu Lys Asp Val His Leu His Glu Leu Ser Cys Asn Thr Ala 
S 35 40 45 

ctj@= ttg att gtc acc att gtg gtt att atg eta gtt ctg ggg ttg get 193 
Lei Leu He Val Thr He Val Val He Met Leu Val Leu Gly Leu Ala 
u 50 55 60 

gtji gee ttc tgc tgt etc cac ttt gat ctg ccc tgg tat etc agg atg 241 
Vett Ala Phe Cys Cys Leu His Phe Asp Leu Pro Trp Tyr Leu Arg Met 
65 70 75 80 

eta ggt caa tgc aca caa aca tgg cac agg gtt agg aaa aca acc caa 289 
Leu Gly Gin Cys Thr Gin Thr Trp His Arg Val Arg Lys Thr Thr Gin 
85 90 95 

gaa caa etc aag aga aat gtc cga ttc cac gca ttt att tea tac agt 337 
Glu Gin Leu Lys Arg Asn Val Arg Phe His Ala Phe He Ser Tyr Ser 
100 105 110 

gaa cat gat tct ctg tgg gtg aag aat gaa ttg ate ccc aat eta gag 385 
Glu His Asp Ser Leu Trp Val Lys Asn Glu Leu He Pro Asn Leu Glu 
115 120 125 

aag gaa gat ggt tct ate ttg att tgc ctt tat gaa age tac ttt gac 433 
Lys Glu Asp Gly Ser He Leu He Cys Leu Tyr Glu Ser Tyr Phe Asp 
130 135 140 



cct ggc aaa age att agt gaa aat att gta age ttc att gag aaa age 
Pro Gly Lys Ser lie Ser Glu Asn lie Val Ser Phe lie Glu Lys Ser 
145 150 155 160 



tat aag tec ate ttt gtt ttg tct ccc aac ttt gtc cag aat gag tgg 529 

Tyr Lys Ser lie Phe Val Leu Ser Pro Asn Phe Val Gin Asn Glu Trp 

165 170 175 

tgc cat tat gaa ttc tac ttt gec cac cac aat etc ttc cat gaa aat 577 

Cys His Tyr Glu Phe Tyr Phe Ala His His Asn Leu Phe His Glu Asn 
180 185 190 

tct gat cac ata att ctt ate tta ctg gaa ccc att cca ttc tat tgc 625 

Ser Asp His lie lie Leu lie Leu Leu Glu Pro lie Pro Phe Tyr Cys 
195 200 205 

att ccc acc agg tat cat aaa ctg raa get etc ctg gaa aaa aaa gca 673 

lie Pro Thr Arg Tyr His Lys Leu Xaa Ala Leu Leu Glu Lys Lys Ala 
210 215 220 

tac^ ttg gaa tgg ccc aag gat agg cgt aaa tgt ggg ctt tty tgg gca 721 

Ty:PLeu Glu Trp Pro Lys Asp Arg Arg Lys Cys Gly Leu Xaa Trp Ala 
22 £ 230 235 240 

aaei ctt cga get get gtt aat gtt aat gta tta gec acc aga gaa atg 769 
As© Leu Arg Ala Ala Val Asn Val Asn Val Leu Ala Thr Arg Glu Met 

C 245 250 255 

taf& gaa ctg cag aca ttc aca gag tta aat gaa gag tct cga ggt tct 817 
Tyar Glu Leu Gin Thr Phe Thr Glu Leu Asn Glu Glu Ser Arg Gly Ser 
O 260 265 270 

acta ate tyt ctg atg aga aca gac tgt yta taaaatccca cagtccttgg 867 

Thr lie Xaa Leu Met Arg Thr Asp Cys Xaa 
5 275 280 

gaagttgggg accacataca ctgttgggat gtacattgat acaaccttta tgatggcaat 927 

ttgacaatat ttattaaaat aaaaaatggt tattcccttc aaaaaaaaaa aaaaaaaaaa 987 

aaaaaaaaaa aa 999 



<210> 32 
<211> 282 
<212> PUT 
<213> Unknown 

<400> 32 

Xaa Asp Ala Lys He Arg His Xaa Ala Tyr Ser Glu Val Met Met Val 
15 10 15 

Gly Trp Ser Asp Ser Tyr Thr Cys Glu Tyr Pro Leu Asn Leu Arg Gly 
20 25 30 



Thr Arg Leu Lys Asp Val His Leu His Glu Leu Ser Cys Asn Thr Ala 
35 40 45 

Leu Leu lie Val Thr lie Val Val He Met Leu Val Leu Gly Leu Ala 
50 55 60 

Val Ala Phe Cys Cys Leu His Phe Asp Leu Pro Trp Tyr Leu Arg Met 
65 70 75 80 

Leu Gly Gin Cys Thr Gin Thr Trp His Arg Val Arg Lys Thr Thr Gin 
85 90 95 

Glu Gin Leu Lys Arg Asn Val Arg Phe His Ala Phe He Ser Tyr Ser 
100 105 110 

Glu His Asp Ser Leu Trp Val Lys Asn Glu Leu He Pro Asn Leu Glu 
115 120 125 

Lys Glu Asp Gly Ser He Leu He Cys Leu Tyr Glu Ser Tyr Phe Asp 
w 130 135 140 

Pr€ f Gly Lys Ser He Ser Glu Asn He Val Ser Phe He Glu Lys Ser 
14jSi 150 155 160 

Ty® Lys Ser He Phe Val Leu Ser Pro Asn Phe Val Gin Asn Glu Trp 

; r; 165 170 175 

Cys His Tyr Glu Phe Tyr Phe Ala His His Asn Leu Phe His Glu Asn 
p 180 185 190 

Ser Asp His He He Leu He Leu Leu Glu Pro He Pro Phe Tyr Cys 
f ; 195 200 205 

ifia Pro Thr Arg Tyr His Lys Leu Xaa Ala Leu Leu Glu Lys Lys Ala 
f " 210 215 220 

Tyr Leu Glu Trp Pro Lys Asp Arg Arg Lys Cys Gly Leu Xaa Trp Ala 
225 230 235 240 

Asn Leu Arg Ala Ala Val Asn Val Asn Val Leu Ala Thr Arg Glu Met 
245 250 255 

Tyr Glu Leu Gin Thr Phe Thr Glu Leu Asn Glu Glu Ser Arg Gly Ser 
260 265 270 

Thr He Xaa Leu Met Arg Thr Asp Cys Xaa 
275 280 



<210> 33 
<211> 1173 
<212> DNA 



<213> Unknown 
<220> 

<223> Description of Unknown Organism: primate; surmised 
Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1008) 

<220> 

<221> misc_feature 
<222> (285) 

<223> Xaa translation depends on genetic code 
<400> 33 

ctg cct get ggc acc egg etc egg agg ctg gat gtc age tgc aac age 48 
Leu Pro Ala Gly Thr Arg Leu Arg Arg Leu Asp Val Ser Cys Asn Ser 
15 10 15 

ate. age ttc gtg gec ccc ggc ttc ttt tec aag gec aag gag ctg cga 96 
Ser Phe Val Ala Pro Gly Phe Phe Ser Lys Ala Lys Glu Leu Arg 
J; 20 25 .30 

ggjgj etc aac ctt age gec aac gee etc aag aca gtg gac cac tec tgg 144 
Gtu Leu Asn Leu Ser Ala Asn Ala Leu Lys Thr Val Asp His Ser Trp 
C 35 40 45 

ttt ggg ccc ctg gcg agt gec ctg caa ata eta gat gta age gec aac 192 
Phe Gly Pro Leu Ala Ser Ala Leu Gin lie Leu Asp Val Ser Ala Asn 
Q 50 55 60 

cfet ctg cac tgc gec tgt ggg gcg gec ttt atg gac ttc ctg ctg gag 240 
PEb Leu His Cys Ala Cys Gly Ala Ala Phe Met Asp Phe Leu Leu Glu 
Wo 70 75 80 

gtg cag get gee gtg ccc ggt ctg ccc age egg gtg aag tgt ggc agt 2 88 
Val Gin Ala Ala Val Pro Gly Leu Pro Ser Arg Val Lys Cys Gly Ser 
85 90 95 

ccg ggc cag etc cag ggc etc age ate ttt gca cag gac ctg cgc etc 336 
Pro Gly Gin Leu Gin Gly Leu Ser lie Phe Ala Gin Asp Leu Arg Leu 
100 105 110 

tgc ctg gat gag gee etc tec tgg gac tgt ttc gee etc teg ctg ctg 384 
Cys Leu Asp Glu Ala Leu Ser Trp Asp Cys Phe Ala Leu Ser Leu Leu 
115 120 125 

get gtg get ctg ggc ctg ggt gtg ccc atg ctg cat cac etc tgt ggc 432 
Ala Val Ala Leu Gly Leu Gly Val Pro Met Leu His His Leu Cys Gly 
130 135 140 



tgg gac etc tgg tac tgc ttc cac ctg tgc ctg gec tgg ctt ccc tgg 
Trp Asp Leu Trp Tyr Cys Phe His Leu Cys Leu Ala Trp Leu Pro Trp 



480 



egg ggg egg caa a gt ggg c g a g at g a 9 9 at gee ct g ccc tac gat gec 528 

Arg Gly Arg Gin Ser Gly Arg Asp Glu Asp Ala Leu Pro Tyr Asp Ala 
165 170 175 

ttc gtg gtc ttc gac aaa acg cag age gca gtg gca gac tgg gtg tac 576 
Phe Val Val Phe Asp Lys Thr Gin Ser Ala Val Ala Asp Trp Val Tyr 
180 185 190 

aac gag ctt egg ggg cag ctg gag gag tgc cgt ggg cgc tgg gca etc 624 
Asn Glu Leu Arg Gly Gin Leu Glu Glu Cys Arg Gly Arg Trp Ala Leu 
195 200 205 

cgc ctg tgc ctg gag gaa cgc gac tgg ctg cct ggc aaa acc etc ttt 672 
Arg Leu Cys Leu Glu Glu Arg Asp Trp Leu Pro Gly Lys Thr Leu Phe 
210 215 220 

gag aac ctg tgg gec teg gtc tat ggc age cgc aag acg ctg ttt gtg 720 
Glu Asn Leu Trp Ala Ser Val Tyr Gly Ser Arg Lys Thr Leu Phe Val 
22f 230 235 240 

ctg gee cac acg gac egg gtc agt ggt etc ttg cgc gec age ttc ctg 768 
Liu Ala His Thr Asp Arg Val Ser Gly Leu Leu Arg Ala Ser Phe Leu 
O 245 250 255 

cifg gee cag cag cgc ctg ctg gag gac cgc aag gac gtc gtg gtg ctg 816 

Lfau Ala Gin Gin Arg Leu Leu Glu Asp Arg Lys Asp Val Val Val Leu 

= 260 265 270 

O 

g£g ate ctg age cct gac ggc cgc cgc tec cgc tac gkg egg ctg cgc 864 

Val lie Leu Ser Pro Asp Gly Arg Arg Ser Arg Tyr Xaa Arg Leu Arg 
g 275 280 285 

4§9 c g c ctc tgc cgc cag agt gtc etc etc tgg ccc cac cag ccc agt 912 

(Sin Arg Leu Cys Arg Gin Ser Val Leu Leu Trp Pro His Gin Pro Ser 
290 295 300 

ggt cag cgc age ttc tgg gec cag ctg ggc atg gee ctg acc agg gac 960 
Gly Gin Arg Ser Phe Trp Ala Gin Leu Gly Met Ala Leu Thr Arg Asp 
305 310 315 320 

aac cac cac ttc tat aac egg aac ttc tgc cag gga ccc acg gec gaa 1008 
Asn His His Phe Tyr Asn Arg Asn Phe Cys Gin Gly Pro Thr Ala Glu 
325 330 335 

tagcegtgag ccggaatcct gcacggtgcc acctccacac tcacctcacc tctgcctgcc 1068 

tggtctgacc ctcccctgct cgcctccctc accccacacc tgacacagag caggcactca 1128 

ataaatgeta ccgaaggcta aaaaaaaaaa aaaaaaaaaa aanna 1173 



c210> 34 
<211> 336 
<212> PRT 
<213> Unknown 

<400> 34 

Leu Pro Ala Gly Thr Arg Leu Arg Arg Leu Asp Val Ser Cys Asn Ser 
15 10 15 

lie Ser Phe Val Ala Pro Gly Phe Phe Ser Lys Ala Lys Glu Leu Arg 
20 25 30 

Glu Leu Asn Leu Ser Ala Asn Ala Leu Lys Thr Val Asp His Ser Trp 
35 40 45 

Phe Gly Pro Leu Ala Ser Ala Leu Gin lie Leu Asp Val Ser Ala Asn 
50 55 60 

Pro Leu His Cys Ala Cys Gly Ala Ala Phe Met Asp Phe Leu Leu Glu 
65 70 75 80 

Val J Gin Ala Ala Val Pro Gly Leu Pro Ser Arg Val Lys Cys Gly Ser 
J? 85 90 95 

Pro-Gly Gin Leu Gin Gly Leu Ser He Phe Ala Gin Asp Leu Arg Leu 
g 100 105 110 

Cys/7Leu Asp Glu Ala Leu Ser Trp Asp Cys Phe Ala Leu Ser Leu Leu 
^ 115 120 125 

Ala=; Val Ala Leu Gly Leu Gly Val Pro Met Leu His His Leu Cys Gly 
J; 13 0 135 140 

Tr£r : Asp Leu Trp Tyr Cys Phe His Leu Cys Leu Ala Trp Leu Pro Trp 
14fjP 150 155 160 

Arg Gly Arg Gin Ser Gly Arg Asp Glu Asp Ala Leu Pro Tyr Asp Ala 
165 170 175 

Phe Val Val Phe Asp Lys Thr Gin Ser Ala Val Ala Asp Trp Val Tyr 
180 185 190 

Asn Glu Leu Arg Gly Gin Leu Glu Glu Cys Arg Gly Arg Trp Ala Leu 
195 200 205 

Arg Leu Cys Leu Glu Glu Arg Asp Trp Leu Pro Gly Lys Thr Leu Phe 
210 215 220 

Glu Asn Leu Trp Ala Ser Val Tyr Gly Ser Arg Lys Thr Leu Phe Val 
225 230 235 240 

Leu Ala His Thr Asp Arg Val Ser Gly Leu Leu Arg Ala Ser Phe Leu 
245 250 255 



Leu Ala Gin Gin Arg Leu Leu Glu Asp Arg Lys Asp Val Val Val Leu 
260 265 270 

Val He Leu Ser Pro Asp Gly Arg Arg Ser Arg Tyr Xaa Arg Leu Arg 
275 280 285 

Gin Arg Leu Cys Arg Gin Ser Val Leu Leu Trp Pro His Gin Pro Ser 
290 295 300 

Gly Gin Arg Ser Phe Trp Ala Gin Leu Gly Met Ala Leu Thr Arg Asp 
305 310 315 320 

Asn His His Phe Tyr Asn Arg Asn Phe Cys Gin Gly Pro Thr Ala Glu 
325 330 335 



<210> 35 

<211> 497 

<212> DNA 

<213> Unknown 

<22©> 

<233> Description of Unknown Organism: rodent ; surmised 

HI Mus musculus 



<4©> 35 
tggpbccacac 


ggaccgcgtc 


agtggcctcc tgcgcaccag 


cttcctgctg 


gctcagcagc 


60 


gcctgttgga 


agaccgcaag 


gacgtggtgg tgttggtgat 


cctgcgtccg 


gatgccccac 


120 


cgjjcccgcta 


tgtgcgactg 


cgccagcgtc tctgccgcca 


gagtgtgctc 


ttctggcccc 


180 


agjggacccaa 


cgggcagggg 


ggcttctggg cccagctgag 


tacagccctg 


actagggaca 


240 


accgccactt 


ctataaccag 


aacttctgcc ggggacctac 


agcagaatag 


ctcagagcaa 


300 


cagctggaaa 


cagctgcatc 


ttcatgtctg gttcccgagt 


tgctctgcct 


gccttgctct 


360 


gtcttactac 


accgctattt 


ggcaagtgcg caatatatgc 


taccaagcca 


ccaggcccac 


420 


ggagcaaagg 


ttggctgtaa 


agggtagttt tcttcccatg 


catctttcag 


gagagtgaag 


480 


atagacacca 


aacccac 








497 



<210> 36 
<211> 3099 
<212> DNA 
<213> Unknown 



<220> 

<223> Description of Unknown Organism: primate; surmised 
Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (3096) 



<220> 

<221> mat_peptide 
<222> (52) . . (3096) 



<220> 

<221> misc_f eature 
<222> (725) 

<223> Xaa translation depends on genetic code 
<400> 36 

atg ctg acc tgc att ttc ctg eta ata tct ggt tec tgt gag tta tgc 48 
Met Leu Thr Cys He Phe Leu Leu He Ser Gly Ser Cys Glu Leu Cys 
-15 -10 -5 

gec gaa gaa aat ttt tct aga age tat cct tgt gat gag aaa aag caa 96 
Ala Glu Glu Asn Phe Ser Arg Ser Tyr Pro Cys Asp Glu Lys Lys Gin 
15 10 15 

aa|; gac tea gtt att gca gag tgc age aat cgt cga eta cag gaa gtt 144 
Astf Asp Ser Val He Ala Glu Cys Ser Asn Airg Arg Leu Gin Glu Val 
? 20 25 30 

cell caa acg gtg ggc aaa tat gtg aca gaa eta gac etg tct gat aat 192 
Gin Thr Val Gly Lys Tyr Val Thr Glu Leu Asp Leu Ser Asp Asn 
s 35 40 45 

ttyp ate aca cac ata acg aat gaa tea ttt caa ggg ctg caa aat etc 240 
P&e He Thr His He Thr Asn Glu Ser Phe Gin Gly Leu Gin Asn Leu 
b 50 55 60 

a$£ aaa ata aat eta aac cac aac ccc aat gta cag cac cag aac gga 288 
Thr Lys He Asn Leu Asn His Asn Pro Asn Val Gin His Gin Asn Gly 
65 70 75 



aat ccc ggt ata caa tea aat ggc ttg aat ate aca gac ggg gca ttc 336 
Asn Pro Gly He Gin Ser Asn Gly Leu Asn He Thr Asp Gly Ala Phe 
80 85 90 95 



etc aac eta aaa aac eta agg gag tta ctg ctt gaa gac aac cag tta 384 
Leu Asn Leu Lys Asn Leu Arg Glu Leu Leu Leu Glu Asp Asn Gin Leu 
100 105 110 

ccc caa ata ccc tct ggt ttg cca gag tct ttg aca gaa ctt agt eta 432 
Pro Gin He Pro Ser Gly Leu Pro Glu Ser Leu Thr Glu Leu Ser Leu 
115 120 125 



att caa aac aat ata tac aac ata act aaa gag ggc att tea aga ctt 480 
He Gin Asn Asn He Tyr Asn He Thr Lys Glu Gly He Ser Arg Leu 
130 135 140 



768 



:a aac ttg aaa aat etc tat ttg gee tgg aac tgc tat ttt aac aaa 
Le Asn Leu Lys Asn Leu Tyr Leu Ala Trp Asn Cys Tyr Phe Asn Lys 
145 150 155 

tt tgc gag aaa act aac ata gaa gat gga gta ttt gaa acg ctg aca 
al Cys Glu Lys Thr Asn He Glu Asp Gly Val Phe Glu Thr Leu Thr 
60 165 170 175 

at ttg gag ttg eta tea eta tct ttc aat tct ctt tea cat gtg cca 
,sn Leu Glu Leu Leu Ser Leu Ser Phe Asn Ser Leu Ser His Val Pro 
180 185 190 

;cc aaa ctg cca age tec eta cgc aaa ctt ttt ctg age aac acc cag 
>ro Lys Leu Pro Ser Ser Leu Arg Lys Leu Phe Leu Ser Asn Thr Gin 
195 200 205 

ate aaa tac att agt gaa gaa gat ttc aag gga ttg ata aat tta aca 
He Lys Tyr He Ser Glu Glu Asp Phe Lys Gly Leu He Asn Leu Thr 
O 210 215 220 

tta c£ta gat tta age ggg aac tgt ccg agg tgc ttc aat gee cca ttt 
Leu Leu Asp Leu Ser Gly Asn Cys Pro Arg Cys Phe Asn Ala Pro Phe 
225 230 235 

cca igc gtg cct tgt gat ggt ggt get tea att aat ata gat cgt ttt 816 
Pro mys Val Pro Cys Asp Gly Gly Ala Ser He Asn He Asp Arg Phe 
240 r 245 250 255 

get :Itt caa aac ttg acc caa ctt cga tac eta aac etc tct age act 864 
Alai3?he Gin Asn Leu Thr Gin Leu Arg Tyr Leu Asn Leu Ser Ser Thr 
260 265 270 

tcchetc agg aag att aat get gec tgg ttt aaa aat atg cct cat ctg 912 
Ser~Leu Arg Lys He Asn Ala Ala Trp Phe Lys Asn Met Pro His Leu 
275 280 285 

aag gtg ctg gat ctt gaa ttc aac tat tta gtg gga gaa ata gec tct 960 
Lys Val Leu Asp Leu Glu Phe Asn Tyr Leu Val Gly Glu He Ala Ser 
290 295 300 

ggg gca ttt tta acg atg ctg ccc cgc tta gaa ata ctt gac ttg tct 1008 
Gly Ala Phe Leu Thr Met Leu Pro Arg Leu Glu He Leu Asp Leu Ser 
305 310 315 

ttt aac tat ata aag ggg agt tat cca cag cat att aat att tec aga 1056 
Phe Asn Tyr He Lys Gly Ser Tyr Pro Gin His He Asn He Ser Arg 
320 325 330 335 

aac ttc tct aaa ctt ttg tct eta egg gca ttg cat tta aga ggt tat 1104 
Asn Phe Ser Lys Leu Leu Ser Leu Arg Ala Leu His Leu Arg Gly Tyr 



:g ttc cag gaa etc aga gaa gat gat ttc cag ccc ctg atg cag ctt 1152 
al Phe Gin Glu Leu Arg Glu Asp Asp Phe Gin Pro Leu Met Gin Leu 
355 360 365 

ea aac tta teg act ate aac ttg ggt att aat ttt att aag caa ate 1200 
ro Asn Leu Ser Thr lie Asn Leu Gly lie Asn Phe lie Lys Gin lie 
370 375 380 

at ttc aaa ctt ttc caa aat ttc tec aat ctg gaa att att tac ttg 1248 
sp Phe Lys Leu Phe Gin Asn Phe Ser Asn Leu Glu lie lie Tyr Leu 
385 390 395 

ca gaa aac aga ata tea ccg ttg gta aaa gat ace egg cag agt tat 1296 
,er Glu Asn Arg lie Ser Pro Leu Val Lys Asp Thr Arg Gin Ser Tyr 
00 405 410 415 

fca aat agt tec tct ttt caa cgt cat ate egg aaa cga cgc tea aca 1344 
via Asn Ser Ser Ser Phe Gin Arg His lie Arg Lys Arg Arg Ser Thr 
420 425 430 

gat ttt gag ttt gac cca cat teg aac ttt tat cat ttc acc cgt cct 1392 
\sp P|ie Glu Phe Asp Pro His Ser Asn Phe Tyr His Phe Thr Arg Pro 
4 435 440 445 

tta fit a aag cca caa tgt get get tat gga aaa gee tta gat tta age 144 0 
Leu fee Lys Pro Gin Cys Ala Ala Tyr Gly Lys Ala Leu Asp Leu Ser 
Jp 450 455 460 

etc aac agt att ttc ttc att ggg cca aac caa ttt gaa aat ctt cct 1488 
Leu ®sn Ser lie Phe Phe lie Gly Pro Asn Gin Phe Glu Asn Leu Pro 
#65 470 475 

gac Utt gec tgt tta aat ctg tct gca aat age aat get caa gtg tta 1536 
Asp file Ala Cys Leu Asn Leu Ser Ala Asn Ser Asn Ala Gin Val Leu 
480 M 485 490 495 

agt gga act gaa ttt tea gee att cct cat gtc aaa tat ttg gat ttg 1584 
Ser Gly Thr Glu Phe Ser Ala lie Pro His Val Lys Tyr Leu Asp Leu 
500 505 510 

aca aac aat aga eta gac ttt gat aat get agt get ctt act gaa ttg 1632 
Thr Asn Asn Arg Leu Asp Phe Asp Asn Ala Ser Ala Leu Thr Glu Leu 
515 520 525 

tec gac ttg gaa gtt eta gat etc age tat aat tea cac tat ttc aga 1680 
Ser Asp Leu Glu Val Leu Asp Leu Ser Tyr Asn Ser His Tyr Phe Arg 
530 535 540 

ata gca ggc gta aca cat cat eta gaa ttt att caa aat ttc aca aat 1728 
He Ala Gly Val Thr His His Leu Glu Phe He Gin Asn Phe Thr Asn 
545 550 555 

eta aaa gtt tta aac ttg age cac aac aac att tat act tta aca gat 1776 
Leu Lys Val Leu Asn Leu Ser His Asn Asn He Tyr Thr Leu Thr Asp 



560 



565 



570 



575 



aag tat aac ctg gaa age aag tec ctg gta gaa tta gtt ttc agt ggc 1824 
Lys Tyr Asn Leu Glu Ser Lys Ser Leu Val Glu Leu Val Phe Ser Gly 
580 585 590 

aat cgc ctt gac att ttg tgg aat gat gat gac aac agg tat ate tec 1872 
Asn Arg Leu Asp lie Leu Trp Asn Asp Asp Asp Asn Arg Tyr lie Ser 
595 600 605 

att ttc aaa ggt etc aag aat ctg aca cgt ctg gat tta tec ctt aat 192 0 
lie Phe Lys Gly Leu Lys Asn Leu Thr Arg Leu Asp Leu Ser Leu Asn 
610 615 620 

agg etc aag cac ate cca aat gaa gca ttc ctt aat ttg cca gcg agt 1968 
Arg Leu Lys His lie Pro Asn Glu Ala Phe Leu Asn Leu Pro Ala Ser 
625 630 635 

etc act gaa eta cat ata aat gat aat atg tta aag ttt ttt aac tgg 2016 
Leu^Thr Glu Leu His lie Asn Asp Asn Met Leu Lys Phe Phe Asn Trp 
640 5 645 650 655 

acaSta etc cag cag ttt cct cgt etc gag ttg ctt gac tta cgt gga 2064 
ThrSteu Leu Gin Gin Phe Pro Arg Leu Glu Leu Leu Asp Leu Arg Gly 
^ 660 665 670 

aacj'aaa eta etc ttt tta act gat age eta tct gac ttt aca tct tec 2112 

Asrf'Lys Leu Leu phe Leu Tnr As P Ser heu Ser As P phe Thr Ser Ser 
1. 675 680 685 

cttf egg aca ctg ctg etg agt cat aac agg att tec cac eta ccc tct 2160 
Leitf Arg Thr Leu Leu Leu Ser His Asn Arg lie Ser His Leu Pro Ser 
O 690 695 700 

ggciH'ttt ctt tct gaa gtc agt agt ctg aag cac etc gat tta agt tec 2208 
" Gly Phe Leu Ser Glu Val Ser Ser Leu Lys His Leu Asp Leu Ser Ser 
705 710 715 

aat ctg eta aaa aca atm aac aaa tec gca ctt gaa act aag ace ace 2256 
Asn Leu Leu Lys Thr Xaa Asn Lys Ser Ala Leu Glu Thr Lys Thr Thr 
720 725 730 735 

ace aaa tta tct atg ttg gaa eta cac gga aac ccc ttt gaa tgc acc 2304 
Thr Lys Leu Ser Met Leu Glu Leu His Gly Asn Pro Phe Glu Cys Thr 
740 745 750 

tgt gac att gga gat ttc cga aga tgg atg gat gaa cat ctg aat gtc 2352 
Cys Asp He Gly Asp Phe Arg Arg Trp Met Asp Glu His Leu Asn Val 
755 760 765 



aaa att ccc aga ctg gta gat gtc att tgt gee agt cct ggg gat caa 
Lys He Pro Arg Leu Val Asp Val He Cys Ala Ser Pro Gly Asp Gin 
770 775 780 



2400 



aga ggg aag agt att gtg agt ctg gag eta aca act tgt gtt tea gat 2448 
Arg Gly Lys Ser He Val Ser Leu Glu Leu Thr Thr Cys Val Ser Asp 
785 790 795 

gtc act gca gtg ata tta ttt ttc ttc acg ttc ttt ate acc acc atg 2496 
Val Thr Ala Val lie Leu Phe Phe Phe Thr Phe Phe He Thr Thr Met 
800 805 810 815 

gtt atg ttg get gec ctg get cac cat ttg ttt tac tgg gat gtt tgg 2544 
Val Met Leu Ala Ala Leu Ala His His Leu Phe Tyr Trp Asp Val Trp 
820 825 830 

ttt ata tat aat gtg tgt tta get aag tta aaa ggc tac agg tct ctt 2592 
Phe He Tyr Asn Val Cys Leu Ala Lys Leu Lys Gly Tyr Arg Ser Leu 
835 840 845 

tec aca tec caa act ttc tat gat get tac att tct tat gac acc aaa 2640 
Ser Thr Ser Gin Thr Phe Tyr Asp Ala Tyr He Ser Tyr Asp Thr Lys 
850 855 860 

gat%cc tct gtt act gac tgg gtg ata aat gag ctg cgc tac cac ctt 2688 
Asp -Ala Ser Val Thr Asp Trp Val He Asn Glu Leu Arg Tyr His Leu 
^865 870 875 

gaaCgag age cga gac aaa aac gtt etc ctt tgt eta gag gag agg gat 273 6 
GluttSlu Ser Arg Asp Lys Asn Val Leu Leu Cys Leu Glu Glu Arg Asp 
88GM 885, 890 895 

tgepgac CC g gg a ttg gec ate ate gac aac etc atg cag age ate aac 2784 
TrpfiAsp Pro Gly Leu Ala He He Asp Asn Leu Met Gin Ser He Asn 
U 900 905 910 

cag age aag aaa aca gta ttt gtt tta acc aaa aaa tat gca aaa age 2832 
Glfi Ser Lys Lys Thr Val Phe Val Leu Thr Lys Lys Tyr Ala Lys Ser 
915 920 925 

tgg aac ttt aaa aca get ttt tac ttg gec ttg cag agg eta atg ggt 2880 
Trp Asn Phe Lys Thr Ala Phe Tyr Leu Ala Leu Gin Arg Leu Met Gly 
930 935 940 

gag aac atg gat gtg att ata ttt ate ctg ctg gag cca gtg tta cag 2928 
Glu Asn Met Asp Val He He Phe He Leu Leu Glu Pro Val Leu Gin 
945 950 955 

cat tct ccg tat ttg agg eta egg cag egg ate tgt aag age tec ate 2976 
His Ser Pro Tyr Leu Arg Leu Arg Gin Arg He Cys Lys Ser Ser He 
960 965 970 975 

etc cag tgg cct gac aac ccg aag gca gaa ggc ttg ttt tgg caa act 3024 
Leu Gin Trp Pro Asp Asn Pro Lys Ala Glu Gly Leu Phe Trp Gin Thr 
980 985 990 

ctg aga aat gtg gtc ttg act gaa aat gat tea egg tat aac aat atg 3072 



;u Arg Asn Val Val Leu Thr Glu Asn Asp Ser Arg Tyr Asn Asn Met 
995 1000 1005 

it gtc gat tec att aag caa tac taa 

jo: Val Asp Ser lie Lys Gin Tyr 
1010 1015 



210> 37 
211> 1032 
212> PRT 
213> Unknown 

:400> 37 

let Leu Thr Cys lie Phe Leu Leu lie Ser Gly Ser Cys Glu Leu Cys 
-15 -10 -5 

\la Glu Glu Asn Phe Ser Arg Ser Tyr Pro Cys Asp Glu Lys Lys Gin 
-11 5 10 15 

A.sn Asp Ser Val lie Ala Glu Cys Ser Asn Arg Arg Leu Gin Glu Val 

■S 20 25 30 

Pro t|ln Thr Val Gly Lys Tyr Val Thr Glu Leu Asp Leu Ser Asp Asn 
S 35 40 45 

Phe ijie Thr His lie Thr Asn Glu Ser Phe Gin Gly Leu Gin Asn Leu 
1 50 55 60 

Thr jiys lie Asn Leu Asn His Asn Pro Asn Val Gin His Gin Asn Gly 
[165 70 75 

AsnSpro Gly lie Gin Ser Asn Gly Leu Asn lie Thr Asp Gly Ala Phe 
80 J; 85 90 95 

Leu Asn Leu Lys Asn Leu Arg Glu Leu Leu Leu Glu Asp Asn Gin Leu 
100 105 110 

Pro Gin lie Pro Ser Gly Leu Pro Glu Ser Leu Thr Glu Leu Ser Leu 
115 120 125 

lie Gin Asn Asn lie Tyr Asn lie Thr Lys Glu Gly lie Ser Arg Leu 
130 135 140 

lie Asn Leu Lys Asn Leu Tyr Leu Ala Trp Asn Cys Tyr Phe Asn Lys 
145 150 155 

Val Cys Glu Lys Thr Asn He Glu Asp Gly Val Phe Glu Thr Leu Thr 
160 165 170 175 

Asn Leu Glu Leu Leu Ser Leu Ser Phe Asn Ser Leu Ser His Val Pro 
180 185 190 



■o' Lys Leu Pro Ser Ser Leu Arg Lys Leu Phe Leu Ser Asn Thr Gin 
195 200 205 

Le Lys Tyr lie Ser Glu Glu Asp Phe Lys Gly Leu lie Asn Leu Thr 
210 215 220 

au Leu Asp Leu Ser Gly Asn Cys Pro Arg Cys Phe Asn Ala Pro Phe 
225 230 235 

ro Cys Val Pro Cys Asp Gly Gly Ala Ser lie Asn lie Asp Arg Phe 
40 245 250 255 

la Phe Gin Asn Leu Thr Gin Leu Arg Tyr Leu Asn Leu Ser Ser Thr 
260 265 270 

;er Leu Arg Lys lie Asn Ala Ala Trp Phe Lys Asn Met Pro His Leu 
275 280 285 

_,ys Val Leu Asp Leu Glu Phe Asn Tyr Leu Val Gly Glu lie Ala Ser 
290 295 300 

Sly Alia Phe Leu Thr Met Leu Pro Arg Leu Glu lie Leu Asp Leu Ser 
IDS 310 315 

Phe &n Tyr lie Lvs Gly Ser Tyr Pro Gin His lie Asn lie Ser Arg 
320 O " 325 330 335 

Asn Phe Ser Lys Leu Leu Ser Leu Arg Ala Leu His Leu Arg Gly Tyr 
g 340 345 350 

Val 5he Gin Glu Leu Arg Glu Asp Asp Phe Gin Pro Leu Met Gin Leu 
U 355 360 365 

Pro 3Csn Leu Ser Thr lie Asn Leu Gly lie Asn Phe lie Lys Gin lie 
H 370 375 380 

Asp Phe Lys Leu Phe Gin Asn Phe Ser Asn Leu Glu He He Tyr Leu 
385 390 395 

Ser Glu Asn Arg He Ser Pro Leu Val Lys Asp Thr Arg Gin Ser Tyr 
400 405 410 415 

Ala Asn Ser Ser Ser Phe Gin Arg His He Arg Lys Arg Arg Ser Thr 
420 425 430 

Asp Phe Glu Phe Asp Pro His Ser Asn Phe Tyr His Phe Thr Arg Pro 
435 440 445 



Leu He Lys Pro Gin Cys Ala Ala Tyr Gly Lys Ala Leu Asp Leu Ser 
450 455 460 

Leu Asn Ser He Phe Phe He Gly Pro Asn Gin Phe Glu Asn Leu Pro 
465 470 475 



isp lie Ala Cys Leu Asn Leu Ser Ala Asn Ser Asn Ala Gin Val Leu 
t80 485 490 495 

3er Gly Thr Glu Phe Ser Ala He Pro His Val Lys Tyr Leu Asp Leu 
500 505 510 

rhr Asn Asn Arg Leu Asp Phe Asp Asn Ala Ser Ala Leu Thr Glu Leu 
515 520 525 

Ser Asp Leu Glu Val Leu Asp Leu Ser Tyr Asn Ser His Tyr Phe Arg 
530 535 540 

He Ala Gly Val Thr His His Leu Glu Phe He Gin Asn Phe Thr Asn 
545 550 555 

Leu Lys Val Leu Asn Leu Ser His Asn Asn He Tyr Thr Leu Thr Asp 
560 565 570 575 

Lys Tyr Asn Leu Glu Ser Lys Ser Leu Val Glu Leu Val Phe Ser Gly 
P 580 585 590 

Asnjqrg Leu Asp He Leu Trp Asn Asp Asp Asp Asn Arg Tyr He Ser 
m 595 600 605 

Ilefphe Lys Gly Leu Lys Asn Leu Thr Arg Leu Asp Leu Ser Leu Asn 
610 615 62 0 

Arg' Leu Lys His He Pro Asn Glu Ala Phe Leu Asn Leu Pro Ala Ser 
1,625 630 635 

LeufjThr Glu Leu His He Asn Asp Asn Met Leu Lys Phe Phe Asn Trp 
640p 645 650 655 

ThaF'Leu Leu Gin Gin Phe Pro Arg Leu Glu Leu Leu Asp Leu Arg Gly 
660 665 670 

Asn Lys Leu Leu Phe Leu Thr Asp Ser Leu Ser Asp Phe Thr Ser Ser 
675 680 685 

Leu Arg Thr Leu Leu Leu Ser His Asn Arg He Ser His Leu Pro Ser 
690 695 700 

Gly Phe Leu Ser Glu Val Ser Ser Leu Lys His Leu Asp Leu Ser Ser 
705 710 715 

Asn Leu Leu Lys Thr Xaa Asn Lys Ser Ala Leu Glu Thr Lys Thr Thr 
720 725 730 735 

Thr Lys Leu Ser Met Leu Glu Leu His Gly Asn Pro Phe Glu Cys Thr 
740 745 750 

Cys Asp He Gly Asp Phe Arg Arg Trp Met Asp Glu His Leu Asn Val 
755 760 765 



Lys lie Pro Arg Leu Val Asp Val lie Cys Ala Ser Pro Gly Asp Gin 
770 775 780 

Arg Gly Lys Ser lie Val Ser Leu Glu Leu Thr Thr Cys Val Ser Asp 
785 • 790 795 

Val Thr Ala Val He Leu Phe Phe Phe Thr Phe Phe He Thr Thr Met 
800 805 810 815 

Val Met Leu Ala Ala Leu Ala His His Leu Phe Tyr Trp Asp Val Trp 
820 825 830 

Phe He Tyr Asn Val Cys Leu Ala Lys Leu Lys Gly Tyr Arg Ser Leu 
835 840 845 

Ser Thr Ser Gin Thr Phe Tyr Asp Ala Tyr He Ser Tyr Asp Thr Lys 
850 855 860 

Asp Ala Ser Val Thr Asp Trp Val He Asn Glu Leu Arg Tyr His Leu 
m€5 870 875 

Glu'^plu Ser Arg Asp Lys Asn Val Leu Leu Cys Leu Glu Glu Arg Asp 
880W 885 890 895 

TrpCAsp Pro Gly Leu Ala He He Asp Asn Leu Met Gin Ser He Asn 
: f 900 905 910 

Gins Ser Lys Lys Thr Val Phe Val Leu Thr Lys Lys Tyr Ala Lys Ser 
O 915 920 925 

TrgMAsn Phe Lys Thr Ala Phe Tyr Leu Ala Leu Gin Arg Leu Met Gly 
p 930 935 940 

GlxpAsn Met Asp Val He He Phe He Leu Leu Glu Pro Val Leu Gin 
945 950 955 

His Ser Pro Tyr Leu Arg Leu Arg Gin Arg He Cys Lys Ser Ser He 
960 965 970 975 

Leu Gin Trp Pro Asp Asn Pro Lys Ala Glu Gly Leu Phe Trp Gin Thr 
980 985 990 

Leu Arg Asn Val Val Leu Thr Glu Asn Asp Ser Arg Tyr Asn Asn Met 
995 1000 1005 

Tyr Val Asp Ser He Lys Gin Tyr 
1010 1015 



<210> 38 
<211> 3046 
<212> DNA 
<213> Unknown 



Z20> 

223> Description of Unknown Organism: primate; surmised 
Homo sapiens 



220> 

221> CDS 

222> (111) . . (2543) 



220> 

22 1> mat_peptide 
222> (168) . . (2543) 



400> 38 

jaatcatcca cgcacctgca gctctgctga gagagtgcaa gccgtggggg ttttgagctc 60 

ttcttcatca ttcatatgag gaaataagtg gtaaaatcct tggaaataca atg aga 116 

Met Arg 

itc €tc aga aac att tac ata ttt tgt agt att gtt atg aca gca gag 164 
jeu 13-e Arg Asn lie Tyr lie Phe Cys Ser lie Val Met Thr Ala Glu 
Ci ~ 15 -10 -5 

ggt gat get cca gag ctg cca gaa gaa agg gaa ctg atg acc aac tgc 212 
Gly Asp Ala Pro Glu Leu Pro Glu Glu Arg Glu Leu Met Thr Asn Cys 
-1 J l 5 10 15 

tec aac atg tct eta aga aag gtt ccc gca gac ttg acc cca gec aca 260 
Ser !ksn Met Ser Leu Arg Lys Val Pro Ala Asp Leu Thr Pro Ala Thr 
5 20 25 30 

acgjlaca ctg gat tta tec tat aac etc ctt ttt caa etc cag agt tea 308 
Thrjsrhr Leu Asp Leu Ser Tyr Asn Leu Leu Phe Gin Leu Gin Ser Ser 
^ 35 40 45 

gat ttt cat tct gtc tec aaa ctg aga gtt ttg att eta tgc cat aac 356 
Asp Phe His Ser Val Ser Lys Leu Arg Val Leu lie Leu Cys His Asn 
50 55 60 

aga att caa cag ctg gat etc aaa acc ttt gaa ttc aac aag gag tta 404 
Arg lie Gin Gin Leu Asp Leu Lys Thr Phe Glu Phe Asn Lys Glu Leu 
65 70 75 

aga tat tta gat ttg tct aat aac aga ctg aag agt gta act tgg tat 452 
Arg Tyr Leu Asp Leu Ser Asn Asn Arg Leu Lys Ser Val Thr Trp Tyr 
80 85 90 95 

tta ctg gca ggt etc agg tat tta gat ctt tct ttt aat gac ttt gac 500 
Leu Leu Ala Gly Leu Arg Tyr Leu Asp Leu Ser Phe Asn Asp Phe Asp 
100 105 110 



acc atg cct ate tgt gag gaa get ggc aac atg tea cac ctg gaa ate 
Thr Met Pro lie Cys Glu Glu Ala Gly Asn Met Ser His Leu Glu lie 



548 



eta ggt ttg agt ggg gca aaa ata caa aaa tea gat ttc cag aaa att 596 

Leu Gly Leu Ser Gly Ala Lys lie Gin Lys Ser Asp Phe Gin Lys He 
130 135 140 

get cat ctg cat eta aat act gtc ttc tta gga ttc aga act ctt cct 644 

Ala His Leu His Leu Asn Thr Val Phe Leu Gly Phe Arg Thr Leu Pro 
145 150 155 

cat tat gaa gaa ggt age ctg ccc ate tta aac aca'aca aaa ctg cac 692 

His Tyr Glu Glu Gly Ser Leu Pro lie Leu Asn Thr Thr Lys Leu His 

160 165 170 175 

att gtt tta cca atg gac aca aat ttc tgg gtt ctt ttg cgt gat gga 740 

He Val Leu Pro Met Asp Thr Asn Phe Trp Val Leu Leu Arg Asp Gly 
180 185 190 

ate aag act tea aaa ata tta gaa atg aca aat ata gat ggc aaa age 788 

Ile-=Lys Thr Ser Lys He Leu Glu Met Thr Asn He Asp Gly Lys Ser 
? jj 195 200 205 

caat.ttt gta agt tat gaa atg caa cga aat ctt agt tta gaa aat get 836 

GlifpPhe Val Ser Tyr Glu Met Gin Arg Asn Leu Ser Leu Glu Asn Ala 
P 210 215 220 

aagfaca teg gtt eta ttg ctt aat aaa gtt gat tta etc tgg gac gac 884 

Lys^ : Thr Ser Val Leu Leu Leu Asn Lys Val Asp Leu Leu Trp Asp Asp 
* 225 230 235 

ctC 1 ttc ctt ate tta caa ttt gtt tgg cat aca tea gtg gaa cac ttt 932 

Lei* Phe Leu He Leu Gin Phe Val Trp His Thr Ser Val Glu His Phe 

24fJ 245 250 255 



ca% ate cga aat gtg act ttt ggt ggt aag get tat ctt gac cac aat 
Gin lie Arg Asn Val Thr Phe Gly Gly Lys Ala Tyr Leu Asp His Asn 
260 265 270 

tea ttt gac tac tea aat act gta atg aga act ata aaa ttg gag cat 
Ser Phe Asp Tyr Ser Asn Thr Val Met Arg Thr He Lys Leu Glu His 
275 280 285 

gta cat ttc aga gtg ttt tac att caa cag gat aaa ate tat ttg ctt 
Val His Phe Arg Val Phe Tyr He Gin Gin Asp Lys He Tyr Leu Leu 
290 295 300 

ttg acc aaa atg gac ata gaa aac ctg aca ata tea aat gca caa atg 
Leu Thr Lys Met Asp He Glu Asn Leu Thr He Ser Asn Ala Gin Met 
305 310 315 

cca cac atg ctt ttc ccg aat tat cct acg aaa ttc caa tat tta aat 
Pro His Met Leu Phe Pro Asn Tyr Pro Thr Lys Phe Gin Tyr Leu Asn 
320 325 330 335 



980 



ttt gcc aat aat ate tta aca gac gag ttg ttt aaa aga act ate caa 1220 
Phe Ala Asn Asn lie Leu Thr Asp Glu Leu Phe Lys Arg Thr lie Gin 
340 345 350 

ctg cct cac ttg aaa act etc att ttg aat ggc aat aaa ctg gag aca 1268 
Leu Pro His Leu Lys Thr Leu lie Leu Asn Gly Asn Lys Leu Glu Thr 
355 360 365 

ctt tct tta gta agt tgc ttt get aac aac aca ccc ttg gaa cac ttg 1316 
Leu Ser Leu Val Ser Cys Phe Ala Asn Asn Thr Pro Leu Glu His Leu 
370 375 380 

gat ctg agt caa aat eta tta caa cat aaa aat gat gaa aat tgc tea 1364 
Asp Leu Ser Gin Asn Leu Leu Gin His Lys Asn Asp Glu Asn Cys Ser 
385 390 395 

tgg cca gaa act gtg gtc aat atg aat ctg tea tac aat aaa ttg tct 1412 
Trp Pro Glu Thr Val Val Asn Met Asn Leu Ser Tyr Asn Lys Leu Ser 
400 405 410 415 

gatfitct gtc ttc agg tgc ttg ccc aaa agt att caa ata ctt gac eta 1460 
AspBSer Val Phe Arg Cys Leu Pro Lys Ser lie Gin lie Leu Asp Leu 
J 420 425 430 

aatKaat aac caa ate caa act gta cct aaa gag act att cat ctg atg 1508 
Asn^Asn Asn Gin lie Gin Thr Val Pro Lys Glu Thr lie His Leu Met 
E 435 440 445 

gch-. tta cga gaa eta aat att gca ttt aat ttt eta act gat etc cct 1556 
Alfp \ Leu Arg Glu Leu Asn lie Ala Phe Asn Phe Leu Thr Asp Leu Pro 
J 450 455 460 

ggk tg c a 9 t cat ttc a 9 t a< 3 a ctt tca 9 tt: ct s aac att s aa at s aac 1604 

Gly/ Cys Ser His Phe Ser Arg Leu Ser Val Leu Asn lie Glu Met Asn 
ASS 470 475 

ttc att etc age cca tct ctg gat ttt gtt cag age tgc cag gaa gtt 1652 
Phe lie Leu Ser Pro Ser Leu Asp Phe Val Gin Ser Cys Gin Glu Val 
480 485 490 495 

aaa act eta aat gcg gga aga aat cca ttc egg tgt ace tgt gaa tta 1700 
Lys Thr Leu Asn Ala Gly Arg Asn Pro Phe Arg Cys Thr Cys Glu Leu 
500 505 510 

aaa aat ttc att cag ctt gaa aca tat tca gag gtc atg atg gtt gga 1748 
Lys Asn Phe He Gin Leu Glu Thr Tyr Ser Glu Val Met Met Val Gly 
515 520 525 

tgg tca gat tca tac ace tgt gaa tac cct tta aac eta agg gga act 1796 
Trp Ser Asp Ser Tyr Thr Cys Glu Tyr Pro Leu Asn Leu Arg Gly Thr 
530 535 540 

agg tta aaa gac gtt cat etc cac gaa tta tct tgc aac aca get ctg 1844 



Arg Leu Lys Asp Val His Leu His Glu Leu Ser Cys Asn Thr Ala Leu 
545 550 555 

ttg att gtc acc att gtg gtt att atg eta gtt ctg ggg ttg get gtg 1892 

Leu He Val Thr He Val Val He Met Leu Val Leu Gly Leu Ala Val 
560 565 570 575 

gec ttc tgc tgt etc cac ttt gat ctg ccc tgg tat etc agg atg eta 1940 

Ala Phe Cys Cys Leu His Phe Asp Leu Pro Trp Tyr Leu Arg Met Leu 
580 585 590 



ggt caa tgc aca caa aca tgg cac agg gtt agg aaa aca acc caa gaa 

Gly Gin Cys Thr Gin Thr Trp His Arg Val Arg Lys Thr Thr Gin Glu 
595 600 605 

caa etc aag aga aat gtc cga ttc cac gca ttt att tea tac agt gaa 

Gin Leu Lys Arg Asn Val Arg Phe His Ala Phe He Ser Tyr Ser Glu 
610 615 620 

cat;., gat tct ctg tgg gtg aag aat gaa ttg ate ccc aat eta gag aag 

Hist Asp Ser Leu Trp Val Lys Asn Glu Leu He Pro Asn Leu Glu Lys 
% j 625 630 635 

ga|H gat ggt tct ate ttg att tgc ctt tat gaa age tac ttt gac cct 

GlIPAsp Gly Ser He Leu He Cys Leu Tyr Glu Ser Tyr Phe Asp Pro 

64 | 645 650 655 

ggfef aaa age att agt gaa aat att gta age ttc att gag aaa age tat 

Gly Lys Ser He Ser Glu Asn He Val Ser Phe He Glu Lys Ser Tyr 
Q 660 665 670 

aay tec ate ttt gtt ttg tct ccc aac ttt gtc cag aat gag tgg tgc 

Lyl Ser He Phe Val Leu Ser Pro Asn Phe Val Gin Asn Glu Trp Cys 
p 675 680 685 

cat tat gaa ttc tac ttt gee cac cac aat etc ttc cat gaa aat tct 

His Tyr Glu Phe Tyr Phe Ala His His Asn Leu Phe His Glu Asn Ser 
690 695 700 

gat cat ata att ctt ate tta ctg gaa ccc att cca ttc tat tgc att 

Asp His He He Leu He Leu Leu Glu Pro He Pro Phe Tyr Cys He 
705 710 715 

ccc acc agg tat cat aaa ctg aaa get etc ctg gaa aaa aaa gca tac 

Pro Thr Arg Tyr His Lys Leu Lys Ala Leu Leu Glu Lys Lys Ala Tyr 

720 725 730 735 

ttg gaa tgg ccc aag gat agg cgt aaa tgt ggg ctt ttc tgg gca aac 
Leu Glu Trp Pro Lys Asp Arg Arg Lys Cys Gly Leu Phe Trp Ala Asn 
740 745 750 

ctt cga get get att aat gtt aat gta tta gee acc aga gaa atg tat 
Leu Arg Ala Ala lie Asn Val Asn Val Leu Ala Thr Arg Glu Met Tyr 
755 760 765 



1988 



2420 



2468 



gaa ctg cag aca ttc aca gag tta aat gaa gag tct cga ggt tct aca 2516 
31u Leu Gin Thr Phe Thr Glu Leu Asn Glu Glu Ser Arg Gly Ser Thr 
770 775 780 



ate tct ctg atg aga aca gat tgt eta taaaatccca cagtccttgg 2563 
lie Ser Leu Met Arg Thr Asp Cys Leu 



785 




790 










gaagttgggg 


accacataca 


ctgttgggat 


gtacattgat 


acaaccttta 


tgatggcaat 


2623 


ttgacaatat 


ttattaaaat 


aaaaaatggt 


tattcccttc 


atatcagttt 


ctagaaggat 


2683 


ttctaagaat 


gtatcctata gaaacacctt 


cacaagttta 


taagggctta 


tggaaaaagg 


2743 


tgttcatccc 


aggattgttt 


ataatcatga 


aaaatgtggc 


caggtgcagt 


ggctcactct 


2803 


tgtaatccca 


gcactatggg 


aggecaaggt 


gggtgaccca 


cgaggtcaag agatggagac 


2863 


catCctggcc 


aacatggtga 


aaccctgtct 


ctactaaaaa 


tacaaaaatt 


agctgggcgt 


2923 


gatggtgcac 


gcctgtagtc 


ccagctactt 


gggaggctga 


ggcaggagaa tegcttgaac 


2983 


ccgSgaggtg 


gcagttgcag 


tgagctgaga 


tcgagccact 


gcactccagc 


ctggtgacag 


3043 


agep 












3046 



■<2|0> 39 
<211> 811 
<2£|> PRT 
<213> Unknown 

<4p> 39 

Met Arg Leu He Arg Asn He Tyr He Phe Cys Ser He Val Met Thr 
-15 -10 -5 

Ala Glu Gly Asp Ala Pro Glu Leu Pro Glu Glu Arg Glu Leu Met Thr 
-11 5 10 

Asn Cys Ser Asn Met Ser Leu Arg Lys Val Pro Ala Asp Leu Thr Pro 
15 20 25 

Ala Thr Thr Thr Leu Asp Leu Ser Tyr Asn Leu Leu Phe Gin Leu Gin 
30 35 40 45 

Ser Ser Asp Phe His Ser Val Ser Lys Leu Arg Val Leu He Leu Cys 
50 55 60 

His Asn Arg He Gin Gin Leu Asp Leu Lys Thr Phe Glu Phe Asn Lys 
65 70 75 

Glu Leu Arg Tyr Leu Asp Leu Ser Asn Asn Arg Leu Lys Ser Val Thr 



rrp Tyr Leu Leu Ala Gly Leu Arg Tyr Leu Asp Leu Ser Phe Asn Asp 
95 100 105 

Phe Asp Thr Met Pro lie Cys Glu Glu Ala Gly Asn Met Ser His Leu 
110 115 120 125 

Glu lie Leu Gly Leu Ser Gly Ala Lys lie Gin Lys Ser Asp Phe Gin 
130 135 140 

Lys lie Ala His Leu His Leu Asn Thr Val Phe Leu Gly Phe Arg Thr 
145 150 155 

Leu Pro His Tyr Glu Glu Gly Ser Leu Pro lie Leu Asn Thr Thr Lys 
160 165 170 

Leu His lie Val Leu Pro Met Asp Thr Asn Phe Trp Val Leu Leu Arg 
175 180 185 

Asp *Gly He Lys Thr Ser Lys He Leu Glu Met Thr Asn He Asp Gly 
190 ; C 195 200 205 

Lys :; =Ser Gin Phe Val Ser Tyr Glu Met Gin Arg Asn Leu Ser Leu Glu 
O 210 215 220 

Asn4Ala Lys Thr Ser Val Leu Leu Leu Asn Lys Val Asp Leu Leu Trp 
N= 225 230 235 

AspCAsp Leu Phe Leu He Leu Gin Phe Val Trp His Thr Ser Val Glu 
Ci 240 245 250 

HispPhe Gin He Arg Asn Val Thr Phe Gly Gly Lys Ala Tyr Leu Asp 
£255 260 265 

His Asn Ser Phe Asp Tyr Ser Asn Thr Val Met Arg Thr He Lys Leu 
"270 275 280 285 

Glu His Val His Phe Arg Val Phe Tyr He Gin Gin Asp Lys He Tyr 
290 295 300 

Leu Leu Leu Thr Lys Met Asp He Glu Asn Leu Thr He Ser Asn Ala 
305 310 315 

Gin Met Pro His Met Leu Phe Pro Asn Tyr Pro Thr Lys Phe Gin Tyr 
320 325 330 

Leu Asn Phe Ala Asn Asn He Leu Thr Asp Glu Leu Phe Lys Arg Thr 
335 340 345 

He Gin Leu Pro His Leu Lys Thr Leu He Leu Asn Gly Asn Lys Leu 
350 355 360 365 

Glu Thr Leu Ser Leu Val Ser Cys Phe Ala Asn Asn Thr Pro Leu Glu 



■lis Leu Asp Leu Ser Gin Asn Leu Leu Gin His Lys Asn Asp Glu Asn 
385 390 395 

2ys Ser Trp Pro Glu Thr Val Val Asn Met Asn Leu Ser Tyr Asn Lys 
400 405 410 

Leu Ser Asp Ser Val Phe Arg Cys Leu Pro Lys Ser lie Gin lie Leu 
415 420 425 

Asp Leu Asn Asn Asn Gin lie Gin Thr Val Pro Lys Glu Thr lie His 
430 435 440 445 

Leu Met Ala Leu Arg Glu Leu Asn lie Ala Phe Asn Phe Leu Thr Asp 
450 455 460 

Leu Pro Gly Cys Ser His Phe Ser Arg Leu Ser Val Leu Asn lie Glu 
465 470 475 

Met %sn Phe lie Leu Ser Pro Ser Leu Asp Phe Val Gin Ser Cys Gin 
Z 480 485 490 



Glu'jdfal Lys Thr Leu Asn Ala Gly Arg Asn Pro Phe Arg Cys Thr Cys 
395 500 505 

Glufteu Lys Asn Phe lie Gin Leu Glu Thr Tyr Ser Glu Val Met Met 
510^ 515 520 525 

ValC-Gly Trp Ser Asp Ser Tyr Thr Cys Glu Tyr Pro Leu Asn Leu Arg 
p 530 535 540 

GlyQrhr Arg Leu Lys Asp Val His Leu His Glu Leu Ser Cys Asn Thr 
O 545 550 555 

-Ala Leu Leu He Val Thr He Val Val He Met Leu Val Leu Gly Leu 
560 565 570 

Ala Val Ala Phe Cys Cys Leu His Phe Asp Leu Pro Trp Tyr Leu Arg 
575 580 585 

Met Leu Gly Gin Cys Thr Gin Thr Trp His Arg Val Arg Lys Thr Thr 
590 595 600 605 

Gin Glu Gin Leu Lys Arg Asn Val Arg Phe His Ala Phe He Ser Tyr 
610 615 620 

Ser Glu His Asp Ser Leu Trp Val Lys Asn Glu Leu lie Pro Asn Leu 
625 630 635 

Glu Lys Glu Asp Gly Ser He Leu He Cys Leu Tyr Glu Ser Tyr Phe 
640 645 650 



Asp Pro Gly Lys Ser 
655 

Ser Tyr Lys Ser lie 
670 

Trp Cys His Tyr Glu 
690 

Asn Ser Asp His lie 
705 

Cys lie Pro Thr Arg 
720 

Ala Tyr Leu Glu Trp 
735 

Ala Asn Leu Arg Ala 

750 rr 

Me t^ Tyr Glu Leu Gin 

Ci 770 

SerEThr lie Ser Leu 
0 785 

y- 

<2i0> 40 
<2fl> 2760 
<2©> DNA 
<2h&> Unknown 

<2W> 

<2pi3> Description of Unknown Organism: primate; surmised 
Homo sapiens 

<220> 

<221> CDS 

<222> (68) . . (2455) 

<220> 

<221> mat_peptide 
<222> (161) (2455) 

<220> 

<221> misc_feature 
<222> (2529) 

<223> n may be a, c, g, or t 
<400> 40 

aagaatttgg actcatatca agatgctctg aagaagaaca accctttagg atagccactg 60 
caacatc atg acc aaa gac aaa gaa cct att gtt aaa age ttc cat ttt 10. 



lie Ser 
660 

Phe Val 
675 

Phe Tyr 
lie Leu 
Tyr His 



Pro Lys 
740 



Ala He 
755 



Glu Asn He 
Leu Ser Pro 



Phe Ala His 
695 



He Leu Leu 
710 



Lys Leu Lys 
725 



Asp Arg Arg 
Asn Val Asn 



Val Ser 
665 

Asn Phe 
680 

His Asn 
Glu Pro 
Ala Leu 



Lys Cys 
745 



Phe He Glu Lys 



Val Gin Asn Glu 
685 

Leu Phe His Glu 
700 

He Pro Phe Tyr 
715 

Leu Glu Lys Lys 
730 

Gly Leu Phe Trp 



Val Leu 
760 



Thr Glu Leu . 

775 



Ala Thr Arg Glu 
765 

Glu Ser Arg Gly 

-- 780 



Met Arg 



Thr Asp Cys 
790 



Met Thr Lys Asp Lys Glu Pro lie Val Lys Ser Phe His Phe 
-30 -25 -20 



ftt tgc ctt atg ate ata ata gtt gga acc aga ate cag ttc tec gac 157 

ral Cys Leu Met He He He Val Gly Thr Arg He Gin Phe Ser Asp 

-15 -10 -5 

jga aat gaa ttt gca gta gac aag tea aaa aga ggt ctt att cat gtt 205 

Sly Asn Glu Phe Ala Val Asp Lys Ser Lys Arg Gly Leu He His Val 

-11 5 10 15 

2ca aaa gac eta ccg ctg aaa acc aaa gtc tta gat atg tct cag aac 2 53 

Pro Lys Asp Leu Pro Leu Lys Thr Lys Val Leu Asp Met Ser Gin Asn 

20 25 30 

tac ate get gag ctt cag gtc tct gac atg age ttt eta tea gag ttg 3 01 

Tyr He Ala Glu Leu Gin Val Ser Asp Met Ser Phe Leu Ser Glu Leu 

35 40 45 

aca gtt ttg aga ctt tec cat aac aga ate cag eta ctt gat tta agt 349 

Thr t£al Leu Arg Leu Ser His Asn Arg He Gin Leu Leu Asp Leu Ser 

S 50 55 60 

gtt 1-tc aag ttc aac cag gat tta gaa tat ttg gat tta tct cat aat 3 97 

Val "phe Lys Phe Asn Gin Asp Leu Glu Tyr Leu Asp Leu Ser His Asn 

% ;!65 70 75 

cag '^tg caa aag ata tec tgc cat cct att gtg agt ttc agg cat tta 445 

Gin ILeu Gin Lys He Ser Cys His Pro He Val Ser Phe Arg His Leu 

80 5 85 90 95 

gat jjt c tca ttc aat 9 at ttG aa 9 9 CC ct 9 ccc atc t 9 t aa 9 9 aa ttt 493 

Aspjflieu Ser Phe Asn Asp Phe Lys Ala Leu Pro He Cys Lys Glu Phe 

U 100 105 110 

•ggc aac tta tca caa ctg aat ttc ttg gga ttg agt get atg aag ctg 541 

" Gly Asn Leu Ser Gin Leu Asn Phe Leu Gly Leu Ser Ala Met Lys Leu 

115 120 125 

caa aaa tta gat ttg ctg cca att get cac ttg cat eta agt tat atc 589 

Gin Lys Leu Asp Leu Leu Pro He Ala His Leu His Leu Ser Tyr He 

130 135 140 

ctt ctg gat tta aga aat tat tat ata aaa gaa aat gag aca gaa agt 637 

Leu Leu Asp Leu Arg Asn Tyr Tyr He Lys Glu Asn Glu Thr Glu Ser 

145 150 155 

eta caa att ctg aat gca aaa acc ctt cac ctt gtt ttt cac cca act 685 

Leu Gin He Leu Asn Ala Lys Thr Leu His Leu Val Phe His Pro Thr 

160 165 170 175 

agt tta ttc get atc caa gtg aac ata tca gtt aat act tta ggg tgc 733 

Ser Leu Phe Ala He Gin Val Asn He Ser Val Asn Thr Leu Gly Cys 



ta caa ctg act aat att aaa ttg aat gat gac aac tgt caa gtt ttc 781 
eu Gin Leu Thr Asn lie Lys Leu Asn Asp Asp Asn Cys Gin Val Phe 
195 200 205 

tt aaa ttt tta tea gaa etc acc aga ggt cca acc tta ctg aat ttt 829 
le Lys Phe Leu Ser Glu Leu Thr Arg Gly Pro Thr Leu Leu Asn Phe 
210 215 220 

ice etc aac cac ata gaa acg act tgg aaa tgc ctg gtc aga gtc ttt 877 
?hr Leu Asn His lie Glu Thr Thr Trp Lys Cys Leu Val Arg Val Phe 
225 230 235 

:aa ttt ctt tgg ccc aaa cct gtg gaa tat etc aat att tac aat tta 925 
31 n Phe Leu Trp Pro Lys Pro Val Glu Tyr Leu Asn lie Tyr Asn Leu 
240 245 250 255 

aca ata att gaa age att cgt gaa gaa gat ttt act tat tct aaa acg 973 
Thr He He Glu Ser He Arg Glu Glu Asp Phe Thr Tyr Ser Lys Thr 
C 260 265 270 

aca tfig aaa gca ttg aca ata gaa cat ate acg aac caa gtt ttt ctg 1021 
Thr tfeu Lys Ala Leu Thr He Glu His He Thr Asn Gin Val Phe Leu 
G 275 280 285 

ttt |ca cag aca get ttg tac acc gtg ttt tct gag atg aac att atg 1069 
Phe Ser Gin Thr Ala Leu Tyr Thr Val Phe Ser Glu Met Asn He Met 
s 290 295 300 

atg ; &a acc att tea gat aca cct ttt ata cac atg ctg tgt cct cat 1117 
Met ieu Thr He Ser Asp Thr Pro Phe lie His Met Leu Cys Pro His 
□05 310 315 

gca feca age aca ttc aag ttt ttg aac ttt acc cag aac gtt ttc aca 1165 
Ala Pro Ser Thr Phe Lys Phe Leu Asn Phe Thr Gin Asn Val Phe Thr 
320 325 330 335 

gat agt att ttt gaa aaa tgt tec acg tta gtt aaa ttg gag aca ctt 1213 
Asp Ser He Phe Glu Lys Cys Ser Thr Leu Val Lys Leu Glu Thr Leu 
340 345 350 

ate tta caa aag aat gga tta aaa gac ctt ttc aaa gta ggt etc atg 1261 
He Leu Gin Lys Asn Gly Leu Lys Asp Leu Phe Lys Val Gly Leu Met 
355 360 365 

acg aag gat atg cct tct ttg gaa ata ctg gat gtt age tgg aat tct 1309 
Thr Lys Asp Met Pro Ser Leu Glu He Leu Asp Val Ser Trp Asn Ser 
370 375 380 

ttg gaa tct ggt aga cat aaa gaa aac tgc act tgg gtt gag agt ata 1357 
Leu Glu Ser Gly Arg His Lys Glu Asn Cys Thr Trp Val Glu Ser He 
385 390 395 



gtg gtg tta aat ttg tct tea aat atg ctt act gac tct gtt ttc aga 
Val Val Leu Asn Leu Ser Ser Asn Met Leu Thr Asp Ser Val Phe Arg 
400 405 410 415 

tgt tta cct ccc agg ate aag gta ctt gat ctt cac age aat aaa ata 
Cys Leu Pro Pro Arg lie Lys Val Leu Asp Leu His Ser Asn Lys lie 
420 425 430 

aag age gtt cct aaa caa gtc gta aaa ctg gaa get ttg caa gaa etc 
Lys Ser Val Pro Lys Gin Val Val Lys Leu Glu Ala Leu Gin Glu Leu 
435 440 445 

aat gtt get ttc aat tct tta act gac ctt cct gga tgt ggc age ttt 
Asn Val Ala Phe Asn Ser Leu Thr Asp Leu Pro Gly Cys Gly Ser Phe 
450 455 460 

age age ctt tct gta ttg ate att gat cac aat tea gtt tec cac cca 
Ser Ser Leu Ser Val Leu lie lie Asp His Asn Ser Val Ser His Pro 
465 470 475 

tcg-agct gat ttc ttc cag age tgc cag aag atg agg tea ata aaa gca 
Ser*Ala Asp Phe Phe Gin Ser Cys Gin Lys Met Arg Ser lie Lys Ala 
4 8 oft! 485 490 " 495 

ggefpigae aat cca ttc caa tgt acc tgt gag eta aga gaa ttt gtc aaa 
Gly'Asp Asn Pro Phe Gin Cys Thr Cys Glu Leu Arg Glu Phe Val Lys 
J 500 505 510 

aatLata gac caa gta tea agt gaa gtg tta gag ggc tgg cct gat tct 
Asrfe'lle Asp Gin Val Ser Ser Glu Val Leu Glu Gly Trp Pro Asp Ser 
^ 515 520 525 

tat*' aag tgt gac tac cca gaa agt tat aga gga age cca eta aag gac 
TyjpLys Cys Asp Tyr Pro Glu Ser Tyr Arg Gly Ser Pro Leu Lys Asp 
I- 530 535 540 

ttt cac atg tct gaa tta tec tgc aac ata act ctg ctg ate gtc acc 
Phe His Met Ser Glu Leu Ser Cys Asn He Thr Leu Leu He Val Thr 
545 550 555 

ate ggt gee acc atg ctg gtg ttg get gtg act gtg acc tec etc tgc 
He Gly Ala Thr Met Leu Val Leu Ala Val Thr Val Thr Ser Leu Cys 
560 565 570 575 

ate tac ttg gat ctg ccc tgg tat etc agg atg gtg tgc cag tgg acc 
He Tyr Leu Asp Leu Pro Trp Tyr Leu Arg Met Val Cys Gin Trp Thr 
580 585 590 

cag act egg cgc agg gee agg aac ata ccc tta gaa gaa etc caa aga 
Gin Thr Arg Arg Arg Ala Arg Asn He Pro Leu Glu Glu Leu Gin Arg 
595 600 605 

aac etc cag ttt cat get ttt att tea tat agt gaa cat gat tct gee 



hsn Leu 



Gin Phe His Ala Phe lie Ser Tyr Ser Glu His Asp Ser 
610 615 620 



Ala 



tgg gtg aaa agt gaa ttg gta cct tac eta gaa aaa gaa gat ata cag 2 077 

Trp Val Lys Ser Glu Leu Val Pro Tyr Leu Glu Lys Glu Asp lie Gin 

625 630 635 

att tgt ctt cat gag agg aac ttt gtc cct ggc aag age att gtg gaa 2125 

lie Cys Leu His Glu Arg Asn Phe Val Pro Gly Lys Ser lie Val Glu 
640 645 650 655 

aat ate ate aac tgc att gag aag agt tac aag tec ate ttt gtt ttg 2173 

Asn lie lie Asn Cys lie Glu Lys Ser Tyr Lys Ser lie Phe Val Leu 
660 665 670 



tct ccc aac ttt gtc cag agt gag tgg tgc cat tac gaa etc tat ttt 2221 
Ser Pro Asn Phe Val Gin Ser Glu Trp Cys His Tyr Glu Leu Tyr Phe 
675 680 685 

gec jgat cac aat etc ttt cat gaa gga tct aat aac tta ate etc ate 2269 
Ala mis His Asn Leu Phe His Glu Gly Ser Asn Asn Leu lie Leu lie 
= ! 690 695 700 

ttajfjetg gaa ccc att cca cag aac age att ccc aac aag tac cac aag 2317 
LeuyLeu Glu Pro lie Pro Gin Asn Ser lie Pro Asn Lys Tyr His Lys 
5705 710 715 

ctgHiag get etc atg acg cag egg act tat ttg cag tgg ccc aag gag 2365 
Leu- Lys Ala Leu Met Thr Gin Arg Thr Tyr Leu Gin Trp Pro Lys Glu 
720G 725 730 735 

aaajMagc aaa cgt ggg etc ttt tgg get aac att aga gec get ttt aat 2413 
LysCSer Lys Arg Gly Leu Phe Trp Ala Asn lie Arg Ala Ala Phe Asn 
p 740 745 750 

atg aaa tta aca eta gtc act gaa aac aat gat gtg aaa tct 24 55 

" Met Lys Leu Thr Leu Val Thr Glu Asn Asn Asp Val Lys Ser 
755 760 765 

taaaaaaatt taggaaattc aacttaagaa accattattt acttggatga tggtgaatag 2515 

tacagtegta agtnactgtc tggaggtgcc tccattatcc tcatgccttc aggaaagact 2575 

taacaaaaac aatgtttcat ctggggaact gagctaggcg gtgaggttag cctgccagtt 2635 

agagacagee cagtctcttc tggtttaatc attatgtttc aaattgaaac agtctctttt 2695 

gagtaaatgc tcagtttttc agctcctctc cactctgctt tcccaaatgg attctgttgg 2755 

tgaag 2760 



<210> 41 
<211> 796 



<212> PRT 
<213> Unknown 



<400> 41 

Met Thr Lys Asp Lys 
-30 

Leu Met lie He He 
-15 

Glu Phe Ala Val Asp 
5 

Asp Leu Pro Leu Lys 
20 

Ala Glu Leu Gin Val 
35 

Leu ;F Arg Leu Ser His 
50 % 

Lys : Phe Asn Gin Asp 

;fL; 70 

GlnSjys lie Ser Cys 

+ : 85 

SerlPhe Asn Asp Phe 
D ioo 

LeuHSer Gin Leu Asn 
Ql15 

LeuHAsp Leu Leu Pro 
130 

Asp Leu Arg Asn Tyr 
150 

He Leu Asn Ala Lys 
165 

Phe Ala He Gin Val 
180 

Leu Thr Asn He Lys 
195 

Phe Leu Ser Glu Leu 
210 

Asn His He Glu Thr 



Glu Pro He Val Lys Ser 
-25 



Val Gly Thr Arg He Gin 
-10 -5 

Lys Ser Lys Arg Gly Leu 
10 

Thr Lys Val Leu Asp Met 
25 

Ser Asp Met Ser Phe Leu 
40 

Asn Arg He Gin Leu Leu 
55 60 

Leu Glu Tyr Leu Asp Leu 
75 

His Pro He Val Ser Phe 
90 

Lys Ala Leu Pro He Cys 
105 

Phe Leu Gly Leu Ser Ala 
120 



He Ala His Leu His Leu 
135 140 

Tyr He Lys Glu Asn Glu 
155 

Thr Leu His Leu Val Phe 
170 

Asn He Ser Val Asn Thr 
185 

Leu Asn Asp Asp Asn Cys 
200 

Thr Arg Gly Pro Thr Leu 
215 220 

Thr Trp Lys Cys Leu Val 



Phe His Phe Val Cys 
-20 

Phe Ser Asp Gly Asn 
-1 1 

He His Val Pro Lys 
15 

Ser Gin Asn Tyr He 
30 

Ser Glu Leu Thr Val 
45 

Asp Leu Ser Val Phe 
65 

Ser His Asn Gin Leu 
80 

Arg His Leu Asp Leu 
95 

Lys Glu Phe Gly Asn 
110 

Met Lys Leu Gin Lys 
125 

Ser Tyr He Leu Leu 
145 

Thr Glu Ser Leu Gin 
160 

His Pro Thr Ser Leu 
175 

Leu Gly Cys Leu Gin 
190 

Gin Val Phe He Lys 
205 

Leu Asn Phe Thr Leu 
225 

Arg Val Phe Gin Phe 



Leu Trp Pro Lys Pro Val Glu Tyr Leu Asn lie Tyr Asn Leu Thr He 
245 250 255 

He Glu Ser He Arg Glu Glu Asp Phe Thr Tyr Ser Lys Thr Thr Leu 
260 265 270 

Lys Ala Leu Thr He Glu His He Thr Asn Gin Val Phe Leu Phe Ser 
275 280 285 

Gin Thr Ala Leu Tyr Thr Val Phe Ser Glu Met Asn He Met Met Leu 
290 295 300 305 

Thr He Ser Asp Thr Pro Phe He His Met Leu Cys Pro His Ala Pro 
310 315 320 

Ser Thr Phe Lys Phe Leu Asn Phe Thr Gin Asn Val Phe Thr Asp Ser 
325 330 335 

Ilefphe Glu Lys Cys Ser Thr Leu Val Lys Leu Glu Thr Leu He Leu 
% 340 345 350 

Gln'lLys Asn Gly Leu Lys Asp Leu Phe Lys Val Gly Leu Met Thr Lys 
=355 360 365 

Asp%Iet Pro Ser Leu Glu He Leu Asp Val Ser Trp Asn Ser Leu Glu 
3 70 J 375 380 385 

Ser 5 Gly Arg His Lys Glu Asn Cys Thr Trp Val Glu Ser He Val Val 
O 390 395 400 

Leu^Asn Leu Ser Ser Asn Met Leu Thr Asp Ser Val Phe Arg Cys Leu 
O • 405 410 415 

Pro^Pro Arg He Lys Val Leu Asp Leu His Ser Asn Lys He Lys Ser 
420 425 430 

Val Pro Lys Gin Val Val Lys Leu Glu Ala Leu Gin Glu Leu Asn Val 
435 440 445 

Ala Phe Asn Ser Leu Thr Asp Leu Pro Gly Cys Gly Ser Phe Ser Ser 
450 455 460 465 

Leu Ser Val Leu lie He Asp His Asn Ser Val Ser His Pro Ser Ala 
470 475 ' 480 

Asp Phe Phe Gin Ser Cys Gin Lys Met Arg Ser He Lys Ala Gly Asp 
485 490 495 

Asn Pro Phe Gin Cys Thr Cys Glu Leu Arg Glu Phe Val Lys Asn He 
500 505 510 

Asp Gin Val Ser Ser Glu Val Leu Glu Gly Trp Pro Asp Ser Tyr Lys 



' 515 520 525 

Cvs Asp Tyr Pro Glu Ser Tyr Arg Gly Ser Pro Leu Lys Asp Phe His 
530 . 535 540 545 

Met Ser Glu Leu Ser Cys Asn He Thr Leu Leu He Val Thr He Gly 
550 555 560 

Ala Thr Met Leu Val Leu Ala Val Thr Val Thr Ser Leu Cys He Tyr 
565 570 575 

Leu Asp Leu Pro Trp Tyr Leu Arg Met Val Cys Gin Trp Thr Gin Thr 
^ 580 585 590 

Arq Arq Arg Ala Arg Asn He Pro Leu Glu Glu Leu Gin Arg Asn Leu 
59 5 600 605 

Gin Phe His Ala Phe He Ser Tyr Ser Glu His Asp Ser Ala Trp Val 
615 620 625 



610 



T,vPser Glu Leu Val Pro Tyr Leu Glu Lys Glu Asp He Gin He Cys 
Y « 630 635 640 

T,e#His Glu Arg Asn Phe Val Pro Gly Lys Ser He Val Glu Asn He 
O 645 650 655 

Ill ; Asn Cys He Glu Lys Ser Tyr Lys Ser He Phe Val Leu Ser Pro 
H- 660 665 670 

As© Phe Val Gin Ser Glu Trp Cys His Tyr Glu Leu Tyr Phe Ala His 
& 675 680 685 

HiE Asn Leu Phe His Glu Gly Ser Asn Asn Leu He Leu He Leu Leu 
695i 695 700 

- Glu Pro He Pro Gin Asn Ser He Pro Asn Lys Tyr His Lys Leu Lys 



710 



Ala Leu Met Thr Gin Arg Thr Tyr Leu Gin Trp Pro Lys Glu Lys Ser 
725 730 735 

Lys Arg Gly Leu Phe Trp Ala Asn He Arg Ala Ala Phe Asn Met Lys 
740 745 750 

Leu Thr Leu Val Thr Glu Asn Asn Asp Val Lys Ser 
755 760 765 



<210> 42 
<211> 3168 
<212> DNA 
<213> Unknown 



<220> . . , 

<223> Description of Unknown Organism : primate ; surmised 
Homo sapiens 

<220> 

<221> CDS 

<222> (1) . • (3165) 

<220> 

<221> mat_peptide 
<222> (144) . . (3165) 

<400> 42 

atg ccc atg aag tgg agt ggg tgg agg tgg age tgg ggg ccg gec act 
Met Pro Met Lys Trp Ser Gly Trp Arg Trp Ser Trp Gly Pro Ala Thr 
-45 -40 -35 

cac aca gec etc cca ccc cca cag ggt ttc tgc cgc age gee ctg cac 
His Thr Ala Leu Pro Pro Pro Gin Gly Phe Cys Arg Ser Ala Leu His 
-30 -25 -20 

cca Stq tct etc ctg gtg cag gec ate atg ctg gee atg acc ctg gee 
Pro -Leu Ser Leu Leu Val Gin Ala He Met Leu Ala Met Thr Leu Ala 
fjil5 -10 -5 _1 

ctqmgt acc ttg cct gee ttc eta ccc tgt gag etc cag ccc cac ggc 
Leu 'Sly Thr Leu Pro Ala Phe Leu Pro Cys Glu Leu Gin Pro His Gly 
lC 5 10 15 

ctq!=qtg aac tgc aac tgg ctg ttc ctg aag tct gtg ccc cac ttc tec 
LeuWal Asn Cys Asn Trp Leu Phe Leu Lys Ser Val Pro His Phe Ser 
£ 20 25 30 

atqSjca gca ccc cgt ggc aat gtc acc age ctt tec ttg tec tec aac 
Met^la Ala Pro Arg Gly Asn Val Thr Ser Leu Ser Leu Ser Ser Asn 
35 40 45 

' cqc ate cac cac etc cat gat tct gac ttt gee cac ctg ccc age ctg 
Arg He His His Leu His Asp Ser Asp Phe Ala His Leu Pro Ser Leu 
50 55 60 

cqq cat etc aac etc aag tgg aac tgc ccg ccg gtt ggc etc age ccc 
Arq His Leu Asn Leu Lys Trp Asn Cys Pro Pro Val Gly Leu Ser Pro 
-~ 70 75 80 



65 



atq eac ttc ccc tgc cac atg acc ate gag ccc age acc ttc ttg get 
Met His Phe Pro Cys His Met Thr He Glu Pro Ser Thr Phe Leu Ala 
85 90 95 

gtg ccc acc ctg gaa gag eta aac ctg age tac aac aac ate atg act 
Val Pro Thr Leu Glu Glu Leu Asn Leu Ser Tyr Asn Asn He Met Thr 
100 105 HO 

gtg cct gcg ctg ccc aaa tec etc ata tec ctg tec etc age cat acc 



336 



Val Pro Ala Leu Pro Lys Ser Leu He Ser Leu Ser Leu Ser His Thr 
115 120 125 

aac ate ctg atg eta gac tct gec age etc gee ggc ctg cat gec ctg 
Asn He Leu Met Leu Asp Ser Ala Ser Leu Ala Gly Leu His Ala Leu 
135 140 



130 



cqc ttc eta ttc atg gac ggc aac tgt tat tac aag aac ccc tgc agg 
A?q Phe Leu Phe Met Asp Gly Asn Cys Tyr Tyr Lys Asn Pro Cys Arg 
14 f 150 155 160 

caq gca ctg gag gtg gec ccg ggt gec etc ctt ggc ctg ggc aac etc 
Gin Ala Leu Glu Val Ala Pro Gly Ala Leu Leu Gly Leu Gly Asn Leu 
165 170 175 

ace cac ctq tea etc aag tac aac aac etc act gtg gtg ccc cgc aac 
Thr His Leu Ser Leu Lys Tyr Asn Asn Leu Thr Val Val Pro Arg Asn 
180 185 190 

ctg -cct tec age ctg gag tat ctg ctg ttg tec tac aac cgc ate gtc 
Leu 'Pro Ser Ser Leu Glu Tyr Leu Leu Leu Ser Tyr Asn Arg He Val 
^ 195 200 205 . 

aaa Stq acq cct gag gac ctg gec aat ctg acc gec ctg cgt gtg etc 
Lvs fieu Ala Pro Glu Asp Leu Ala Asn Leu Thr Ala Leu Arg Val Leu 
y 10 215 220 

qatNitg ggc gga aat tgc cgc cgc tgc gac cac get ccc aac ccc tgc 
Asp 'Val Gly Gly Asn Cys Arg Arg Cys Asp His Ala Pro Asn Pro Cys 
225 O 230 235 240 

atq^ag tgc cct cgt cac ttc ccc cag eta cat ccc gat acc ttc age 
SetdlS Cys Pro Arg His Phe Pro Gin Leu His Pro Asp Thr Phe Ser 
D 245 250 255 

ca/ctq age cgt ctt gaa ggc ctg gtg ttg aag gac agt tct etc tec 
"His Leu Ser Arg Leu Glu Gly Leu Val Leu Lys Asp Ser Ser Leu Ser 
^ ^ rs o £ c: 270 



260 



tqg ctg aat gee agt tgg ttc cgt ggg ctg gga aac etc cga gtg ctg 
Trp Leu Asn Ala Ser Trp Phe Arg Gly Leu Gly Asn Leu Arg Val Leu 
275 280 285 

qac ctg agt gag aac ttc etc tac aaa tgc ate act aaa acc aag gee 
Asp llu sir Glu Asn Phe Leu Tyr Lys Cys lie Thr Lys Thr Lys Ala 
295 300 



290 



ttc cag ggc eta aca cag ctg cgc aag ctt aac ctg tec ttc aat tac 
Phe Gin Gly Leu Thr Gin Leu Arg Lys Leu Asn Leu Ser Phe Asn Tyr 
305 310 315 ^ 

caa aag agg gtg tec ttt gec cac ctg tct ctg gec cct tec ttc ggg 
Gin Lys Arg Val Ser Phe Ala His Leu Ser Leu Ala Pro Ser Phe Gly 



912 



1056 



1104 



325 330 ^3 

iqc ctg gtc gcc ctg aag gag ctg gac atg cac ggc ate ttc ttc cgc 
;er Leu Val Ala Leu Lys Glu Leu Asp Met His Gly lie Phe Phe Arg 
340 345 350 

-ca etc qat gag ace acg etc egg cca ctg gcc cgc ctg ccc atg etc 
3er Leu Asp Glu Thr Thr Leu Arg Pro Leu Ala Arg Leu Pro Met Leu 
355 360 365 

, aa ac t eta cqt ctg cag atg aac ttc ate aac cag gcc cag etc ggc 
; in Thr Leu Arg Leu Gin Met Asn Phe He Asn Gin Ala Gin Leu Gly 
J 370 375 380 

ate ttc agg gcc ttc cct ggc ctg cgc tac gtg gac ctg teg gac aac 
lie Phe Arg Ala Phe Pro Gly Leu Arg Tyr Val Asp Leu Ser Asp Asn 
385 390 395 400 

cqc ate age gga get teg gag ctg aca gcc acc atg ggg gag gca gat 
£rq lie Ser Gly Ala Ser Glu Leu Thr Ala Thr Met Gly Glu Ala Asp 
f=- 405 410 415 

qQ a q&q gag aag gtc tgg ctg cag cct ggg gac ctt get ccg gcc cca 
Glv Sty Glu Lys Val Trp Leu Gin Pro Gly Asp Leu Ala Pro Ala Pro 
r 420 425 430 

atq qic act ccc age tct gaa gac ttc agg ccc aac tgc age acc etc 
Val Sp Thr Pro Ser Ser Glu Asp Phe Arg Pro Asn Cys Ser Thr Leu 
" 435 440 445 

aac Itc acc ttg gat ctg tea egg aac aac ctg gtg acc gtg cag ccg 
Asn lie Thr Leu Asp Leu Ser Arg Asn Asn Leu Val Thr Val Gin Pro 
|50 455 460 



qaq itq ttt gcc cag etc teg cac ctg cag tgc ctg cgc ctg age cac 
Glu let Phe Ala Gin Leu Ser His Leu Gin Cys Leu Arg Leu Ser His 
4 65 470 475 4bU 

aac tqc ate teg cag gca gtc aat ggc tec cag ttc ctg ccg ctg acc 
Asn Cys lie Ser Gin Ala Val Asn Gly Ser Gin Phe Leu Pro Leu Thr 
485 490 4yb 

aat ctq caq gtg eta gac ctg tec cac aat aag ctg gac etc tac cac 
Sly Leu III Val Leu Asp Leu Ser His Asn Lys Leu Asp Leu Tyr Hxs 

enn 505 blU 



500 



aaa cac tea ttc acg gag eta cca cga ctg gag gcc ctg gac etc age 
Glu His Ser Phe Thr Glu Leu Pro Arg Leu Glu Ala Leu Asp Leu Ser 
515 520 52 

aac aqc caq ccc ttt ggc atg cag ggc gtg ggc cac aac ttc age 
TV? Asn llr -Gin Pro Phe Gly Me? Gin Gly Val Gly His Asn Phe Ser 
Y 530 535 540 



-tc gtg get cac ctg cgc acc ctg cgc cac etc age ctg gec cac aac 
3 he Val Ala His Leu Arg Thr Leu Arg His Leu Ser Leu Ala His Asn 
S45 550 555 560 

lac ate cac age caa gtg tec cag cag etc tgc agt acg teg ctg egg 
\sn lie His Ser Gin Val Ser Gin Gin Leu Cys Ser Thr Ser Leu Arg 
565 570 575 

gec ctg gac ttc age ggc aat gca ctg ggc cat atg tgg gec gag gga 
\la Leu Asp Phe Ser Gly Asn Ala Leu Gly His Met Trp Ala Glu Gly 
580 585 590 

gac etc tat ctg cac ttc ttc caa ggc ctg age ggt ttg ate tgg ctg 
=i.sp Leu Tyr Leu His Phe Phe Gin Gly Leu Ser Gly Leu lie Trp Leu 
595 600 605 

gac ttg tec cag aac cgc ctg cac acc etc ctg ccc caa acc ctg cgc 
Asp Leu Ser Gin Asn Arg Leu His Thr Leu Leu Pro Gin Thr Leu Arg 
610 615 620 

aac Mc ccc aag age eta cag gtg ctg cgt etc cgt gac aat tac ctg 
Asn Deu Pro Lys Ser Leu Gin Val Leu Arg Leu Arg Asp Asn Tyr Leu 
625 ft! 630 635 640 

gec fete ttt aag tgg tgg age etc cac ttc ctg ccc aaa ctg gaa gtc 
Ala fejhe Phe Lys Trp Trp Ser Leu His Phe Leu Pro Lys Leu Glu Val 
+ : 645 650 655 

etc fjac ctg gca gga aac cag ctg aag gee ctg acc aat ggc age ctg 
Leu fep Leu Ala Gly Asn Gin Leu Lys Ala Leu Thr Asn Gly Ser Leu 
'p 660 665 670 

cct get ggc acc egg etc egg agg ctg gat gtc age tgc aac age ate 
Pro Sla Gly Thr Arg Leu Arg Arg Leu Asp Val Ser Cys Asn Ser lie 
U 675 680 685 

age ttc gtg gec ccc ggc ttc ttt tec aag gec aag gag ctg cga gag 
Ser Phe Val Ala Pro Gly Phe Phe Ser Lys Ala Lys Glu Leu Arg Glu 
690 695 700 

etc aac ctt age gec aac gec etc aag aca gtg gac cac tec tgg ttt 
Leu Asn Leu Ser Ala Asn Ala Leu Lys Thr Val Asp His Ser Trp Phe 
705 710 715 720 

ggg ccc ctg gcg agt gee ctg caa ata eta gat gta age gee aac cct 
Gly Pro Leu Ala Ser Ala Leu Gin He Leu Asp Val Ser Ala Asn Pro 
725 730 735 

ctg cac tgc gee tgt ggg gcg gee ttt atg gac ttc ctg ctg gag gtg 
Leu His Cys Ala Cys Gly Ala Ala Phe Met Asp Phe Leu Leu Glu Val 
740 745 750 

cag get gec gtg ccc ggt ctg ccc age egg gtg aag tgt ggc agt ccg 



2448 



Sin Ala Ala Val Pro Gly Leu Pro Ser Arg Val Lys Cys Gly Ser Pro 
755 760 765 

ggc cag etc cag ggc etc age ate ttt gca cag gac ctg cgc etc tgc 2496 
Gly Gin Leu Gin Gly Leu Ser lie Phe Ala Gin Asp Leu Arg Leu Cys 
770 775 780 

ctg gat gag gec etc tec tgg gac tgt ttc gee etc teg ctg ctg get 2544 
Leu Asp Glu Ala Leu Ser Trp Asp Cys Phe Ala Leu Ser Leu Leu Ala 
785 790 795 800 

gtg get ctg ggc ctg ggt gtg ccc atg ctg cat cac etc tgt ggc tgg 2592 
Val Ala Leu Gly Leu Gly Val Pro Met Leu His His Leu Cys Gly Trp 
805 810 815 

gac etc tgg tac tgc ttc cac ctg tgc ctg gec tgg ctt ccc tgg egg 2640 
Asp Leu Trp Tyr Cys Phe His Leu Cys Leu Ala Trp Leu Pro Trp Arg 
820 825 830 

ggg egg caa agt ggg cga gat gag gat gec ctg ccc tac gat gec ttc 2688 
Gly 5brg Gin Ser Gly Arg Asp Glu Asp Ala Leu Pro Tyr Asp Ala Phe 
835 840 845 

gtgy§tc ttc gac aaa acg cag age gca gtg gca gac tgg gtg tac aac 2736 
Val val Phe Asp Lys Thr Gin Ser Ala Val Ala Asp Trp Val Tyr Asn 
©50 855 860 

gagf=ett egg ggg cag ctg gag gag tgc cgt ggg cgc tgg gca etc cgc 2784 
Glu e Leu Arg Gly Gin Leu Glu Glu Cys Arg Gly Arg Trp Ala Leu Arg 
8650 870 875 880 

ctgktgc ctg gag gaa cgc gac tgg ctg cct ggc aaa ace etc ttt gag 2832 
LeufCys Leu Glu Glu Arg Asp Trp Leu Pro Gly Lys Thr Leu Phe Glu 
Jpj 885 890 895 

aac r ctg tgg gec teg gtc tat ggc age cgc aag acg ctg ttt gtg ctg 288 0 
Asn Leu Trp Ala Ser Val Tyr Gly Ser Arg Lys Thr Leu Phe Val Leu 
900 905 910 

gec cac acg gac egg gtc agt ggt etc ttg cgc gee age ttc ctg ctg 2928 
Ala His Thr Asp Arg Val Ser Gly Leu Leu Arg Ala Ser Phe Leu Leu 
915 920 925 

gec cag cag cgc ctg ctg gag gac cgc aag gac gtc gtg gtg ctg gtg 2 976 
Ala Gin Gin Arg Leu Leu Glu Asp Arg Lys Asp Val Val Val Leu Val 
930 935 940 

ate ctg age cct gac ggc cgc cgc tec cgc tat gtg egg ctg cgc cag 3024 
He Leu Ser Pro Asp Gly Arg Arg Ser Arg Tyr Val Arg Leu Arg Gin 
945 950 955 960 



cgc etc tgc cgc cag agt gtc etc etc tgg ccc cac cag ccc agt ggt 
Arg Leu Cys Arg Gin Ser Val Leu Leu Trp Pro His Gin Pro Ser Gly 
965 970 975 



3072 



:ag cgc age 
3ln Arg Ser 



ttc 
Phe 
980 



tgg gec cag ctg 
Trp Ala Gin Leu 



ggc atg gec ctg acc agg gac aac 3120 
Gly Met Ala Leu Thr Arg Asp Asn 
985 990 



:ac cac ttc tat aac egg aac ttc tgc cag gga ccc acg gec gaa tag 3168 
lis His Phe Tyr Asn Arg Asn Phe Cys Gin Gly Pro Thr Ala Glu 
995 1000 1005 



<210> 43 
<211> 1055 
<212> PRT 
<213> Unknown 

<400> 43 

Met Pro Met Lys Trp Ser Gly Trp Arg Trp Ser Trp Gly Pro Ala Thr 
-45 -40 -35 

His fhr Ala Leu Pro Pro Pro Gin Gly Phe Cys Arg Ser Ala Leu His 
2 -30 -25 -20 

Pro ifeu Ser Leu Leu Val Gin Ala lie Met Leu Ala Met Thr Leu Ala 
0.5 -10 -5 -1 

Leu fly Thr Leu Pro Ala Phe Leu Pro Cys Glu Leu Gin Pro His Gly 
1 J 5 10 15 

Leu Mai Asn Cys Asn Trp Leu Phe Leu Lys Ser Val Pro His Phe Ser 

S 20 25 30 

Met til a Ala Pro Arg Gly Asn Val Thr Ser Leu Ser Leu Ser Ser Asn 
35 40 45 

Arg Tie His His Leu His Asp Ser Asp Phe Ala His Leu Pro Ser Leu 
50 55 60 

Arg His Leu Asn Leu Lys Trp Asn Cys Pro Pro Val Gly Leu Ser Pro 
65 70 75 80 

Met His Phe Pro Cys His Met Thr He Glu Pro Ser Thr Phe Leu Ala 
85 90 95 

Val Pro Thr Leu Glu Glu Leu Asn Leu Ser Tyr Asn Asn He Met Thr 
100 105 110 

Val Pro Ala Leu Pro Lys Ser Leu He Ser Leu Ser Leu Ser His Thr 
115 120 125 

Asn He Leu Met Leu Asp Ser Ala Ser Leu Ala Gly Leu His Ala Leu 
130 135 140 

Arg Phe Leu Phe Met Asp Gly Asn Cys Tyr Tyr Lys Asn Pro Cys Arg 



Gin Ala Leu Glu Val Ala Pro Gly Ala Leu Leu Gly Leu Gly Asn Leu 
165 170 175 

Thr His Leu Ser Leu Lys Tyr Asn Asn Leu Thr Val Val Pro Arg Asn 
180 185 190 

Leu Pro Ser Ser Leu Glu Tyr Leu Leu Leu Ser Tyr Asn Arg lie Val 
195 200 205 

Lys Leu Ala Pro Glu Asp Leu Ala Asn Leu Thr Ala Leu Arg Val Leu 
210 215 220 

Asp Val Gly Gly Asn Cys Arg Arg Cys Asp His Ala Pro Asn Pro Cys 
225 230 235 240 

Met Glu Cys Pro Arg His Phe Pro Gin Leu His Pro Asp Thr Phe Ser 
245 250 255 

His ieu Ser Arg Leu Glu Gly Leu Val Leu Lys Asp Ser Ser Leu Ser 
9 260 265 270 

Trp Ifieu Asn Ala Ser Trp Phe Arg Gly Leu Gly Asn Leu Arg Val Leu 
D 275 280 285 

Asp ^eu Ser Glu Asn Phe Leu Tyr Lys Cys lie Thr Lys Thr Lys Ala 
^290 295 300 

PhepGln Gly Leu Thr Gin Leu Arg Lys Leu Asn Leu Ser Phe Asn Tyr 
305 1? 310 315 320 

GlncLys Arg Val Ser Phe Ala His Leu Ser Leu Ala Pro Ser Phe Gly 
p 325 330 335 

Ser ,r Leu Val Ala Leu Lys Glu Leu Asp Met His Gly lie Phe Phe Arg 
340 345 350 

Ser Leu Asp Glu Thr Thr Leu Arg Pro Leu Ala Arg Leu Pro Met Leu 
355 360 365 

Gin Thr Leu Arg Leu Gin Met Asn Phe lie Asn Gin Ala Gin Leu Gly 
370 375 380 

lie Phe Arg Ala Phe Pro Gly Leu Arg Tyr Val Asp Leu Ser Asp Asn 
385 390 395 400 

Arg lie Ser Gly Ala Ser Glu Leu Thr Ala Thr Met Gly Glu Ala Asp 
405 410 415 

Gly Gly Glu Lys Val Trp Leu Gin Pro Gly Asp Leu Ala Pro Ala Pro 
420 425 430 

Val Asp Thr Pro Ser Ser Glu Asp Phe Arg Pro Asn Cys Ser Thr Leu 



\sn Phe Thr Leu Asp Leu Ser Arg Asn Asn Leu Val Thr Val Gin Pro 
450 455 460 

3lu Met Phe Ala Gin Leu Ser His Leu Gin Cys Leu Arg Leu Ser His 
465 470 475 480 

ksn Cys lie Ser Gin Ala Val Asn Gly Ser Gin Phe Leu Pro Leu Thr 
485 490 495 

Gly Leu Gin Val Leu Asp Leu Ser His Asn Lys Leu Asp Leu Tyr His 
500 505 510 

Glu His Ser Phe Thr Glu Leu Pro Arg Leu Glu Ala Leu Asp Leu Ser 
515 520 525 

Tyr Asn Ser Gin Pro Phe Gly Met Gin Gly Val Gly His Asn Phe Ser 
530 535 540 

Phe llal Ala His Leu Arg Thr Leu Arg His Leu Ser Leu Ala His Asn 
545 S 550 555 560 

Asn Jjle His Ser Gin Val Ser Gin Gin Leu Cys Ser Thr Ser Leu Arg 
I; 565 570 575 

Ala ifieu Asp Phe Ser Gly Asn Ala Leu Gly His Met Trp Ala Glu Gly 
H 580 585 590 

Aspfteu Tyr Leu His Phe Phe Gin Gly Leu Ser Gly Leu lie Trp Leu 
595 600 605 

AspCLeu Ser Gin Asn Arg Leu His Thr Leu Leu Pro Gin Thr Leu Arg 
3l0 615 620 

Asn Leu Pro Lys Ser Leu Gin Val Leu Arg Leu Arg Asp Asn Tyr Leu 
625 630 635 640 

Ala Phe Phe Lys Trp Trp Ser Leu His Phe Leu Pro Lys Leu Glu Val 
645 650 655 

Leu Asp Leu Ala Gly Asn Gin Leu Lys Ala Leu Thr Asn Gly Ser Leu 
660 665 670 

Pro Ala Gly Thr Arg Leu Arg Arg Leu Asp Val Ser Cys Asn Ser lie 
675 680 685 

Ser Phe Val Ala Pro Gly Phe Phe Ser Lys Ala Lys Glu Leu Arg Glu 
690 695 700 

Leu Asn Leu Ser Ala Asn Ala Leu Lys Thr Val Asp His Ser Trp Phe 
705 710 715 720 



Gly Pro Leu Ala Ser Ala Leu Gin lie Leu Asp Val Ser Ala Asn Pro 
725 730 735 

Leu His Cys Ala Cys Gly Ala Ala Phe Met Asp Phe Leu Leu Glu Val 
740 745 750 

Gin Ala Ala Val Pro Gly Leu Pro Ser Arg Val Lys Cys Gly Ser Pro 
755 760 765 

Gly Gin Leu Gin Gly Leu Ser lie Phe Ala Gin Asp Leu Arg Leu Cys 
770 775 780 

Leu Asp Glu Ala Leu Ser Trp Asp Cys Phe Ala Leu Ser Leu Leu Ala 
785 790 795 800 

Val Ala Leu Gly Leu Gly Val Pro Met Leu His His Leu Cys Gly Trp 
805 810 815 

Asp Leu Trp Tyr Cys Phe His Leu Cys Leu Ala Trp Leu Pro Trp Arg 
820 825 830 

Glytfkrg Gin Ser Gly Arg Asp Glu Asp Ala Leu Pro Tyr Asp Ala Phe 
£; 835 840 845 ■ ' 

ValD/al Phe Asp Lys Thr Gin Ser Ala Val Ala Asp Trp Val Tyr Asn 
C850 855 860 

Glul-JLeu Arg Gly Gin Leu Glu Glu Cys Arg Gly Arg Trp Ala Leu Arg 
865i 870 875 880 

LeiifCys Leu Glu Glu Arg Asp Trp Leu Pro Gly Lys Thr Leu Phe Glu 
u 885 890 895 

AsrpLeu Trp Ala Ser Val Tyr Gly Ser Arg Lys Thr Leu Phe Val Leu 
900 905 910 

"Ala His Thr Asp Arg Val Ser Gly Leu Leu Arg Ala Ser Phe Leu Leu 
915 920 925 

Ala Gin Gin Arg Leu Leu Glu Asp Arg Lys Asp Val Val Val Leu Val 
930 935 940 

lie Leu Ser Pro Asp Gly Arg Arg Ser Arg Tyr Val Arg Leu Arg Gin 
945 950 955 960 

Arg Leu Cys Arg Gin Ser Val Leu Leu Trp Pro His Gin Pro Ser Gly 
965 970 975 

Gin Arg Ser Phe Trp Ala Gin Leu Gly Met Ala Leu Thr Arg Asp Asn 
980 985 990 

His His Phe Tyr Asn Arg Asn Phe Cys Gin Gly Pro Thr Ala Glu 
995 1000 1005 



<210> 44 

<211> 2289 

<212> DNA 

<213> Unknown 



<220> , . , 

<223> Description of Unknown Organism: rodent ; surmised 
Mus musculus 

<220> 

<221> CDS 

<222> (1) . . (2079) 

<400> 44 

aac ctg tec ttc aat tac cgc aag aag gta tec ttt gee cgc etc cac 

Asn Leu Ser Phe Asn Tyr Arg Lys Lys Val Ser Phe Ala Arg Leu His 
1 5 10 15 

ctq qca agt tec ttt aag aac ctg gtg tea ctg cag gag ctg aac atg 
Leuftla Ser Ser Phe Lys Asn Leu Val Ser Leu Gin Glu Leu Asn Met 
f 20 25 30 

aacWqqc ate ttc ttc cgc ttg etc aac aag tac acg etc aga tgg ctg 
AsnSly He Phe Phe Arg Leu Leu Asn Lys Tyr Thr Leu Arg Trp Leu 
0 35 40 45 

accictat ctg ccc aaa etc cac act ctg cat ctt caa atg aac ttc ate 
Ala^Asp Leu Pro Lys Leu His Thr Leu His Leu Gin Met Asn Phe He 
O 50 55 60 

aacficag gca cag etc age ate ttt ggt acc ttc cga gee ctt cgc ttt 
AsiCGln Ala Gin Leu Ser He Phe Gly Thr Phe Arg Ala Leu Arg Phe 
6SO 70 , 75 80 



qtg qac ttg tea gac aat cgc ate agt ggg cct tea acg ctg tea gaa 
Val Asp Leu Ser Asp Asn Arg He Ser Gly Pro Ser Thr Leu Ser Glu 
85 90 95 

acc acc cct gaa gag gca gat gat gca gag cag gag gag ctg ttg tct 
Ala Thr Pro Glu Glu Ala Asp Asp Ala Glu Gin Glu Glu Leu Leu Ser 
100 105 HO 

acq gat cct cac cca get ccg ctg age acc cct get tct aag aac ttc 
Ala Asp Pro His Pro Ala Pro Leu Ser Thr Pro Ala Ser Lys Asn Phe 
115 120 125 

atq qac agg tgt aag aac ttc aag ttc aac atg gac ctg tct egg aac 
Met Asp Arg Cys Lys Asn Phe Lys Phe Asn Met Asp Leu Ser Arg Asn 
135 140 



130 



aac ctg gtg act ate aca gca gag atg ttt gta aat etc tea cgc etc 
Asn Leu Val Thr He Thr Ala Glu Met Phe Val Asn Leu Ser Arg Leu 



cag tgt ctt age ctg age cac aac tea att gca cag get gtc aat ggc 528 
Gin Cys Leu Ser Leu Ser His Asn Ser lie Ala Gin Ala Val Asn Gly 
165 170 175 

tct cag ttc ctg ccg ctg acc ggt ctg cag gtg eta gac ctg tec cac 576 
Ser Gin Phe Leu Pro Leu Thr Gly Leu Gin Val Leu Asp Leu Ser His 
180 185 190 

aat aag ctg gac etc tac cac gag cac tea ttc acg gag eta cca cga 624 
Asn Lys Leu Asp Leu Tyr His Glu His Ser Phe Thr Glu Leu Pro Arg 
195 200 205 

ctg gag gee ctg gac etc age tac aac age cag ccc ttt age atg aag 672 
Leu Glu Ala Leu Asp Leu Ser Tyr Asn Ser Gin Pro Phe Ser Met Lys 
210 215 220 

ggt ata ggc cac aat ttc agt ttt gtg acc cat ctg tec atg eta cag 720 
Gly He Gly His Asn Phe Ser Phe Val Thr His Leu Ser Met Leu Gin 
225 ;5 230 235 240 

agcCctt age ctg gca cac aat gac att cat acc cgt gtg tec tea cat 768 
Ser^fLeu Ser Leu Ala His Asn Asp lie His Thr Arg Val Ser Ser His 
O 245 250 255 

ctcjjaac age aac tea gtg agg ttt ctt gac ttc age ggc aac ggt atg 816 
LemLAsn Ser Asn Ser Val Arg Phe Leu Asp Phe Ser Gly Asn Gly Met 
, 260 265 270 

ggqjcgc atg tgg gat gag ggg ggc ctt tat etc cat ttc ttc caa ggc 864 
GlySArg Met Trp Asp Glu Gly Gly Leu Tyr Leu His Phe Phe Gin Gly 
U 275 280 285 



ctgHagt ggc gtg ctg aag ctg gac ctg tct caa aat aac ctg cat ate 

LeifSer. Gly Val Leu Lys Leu Asp Leu Ser Gin Asn Asn Leu His lie 

290 295 300 

etc egg ccc cag aac ctt gac aac etc ccc aag age ctg aag ctg ctg 

Leu Arg Pro Gin Asn Leu Asp Asn Leu Pro Lys Ser Leu Lys Leu Leu 

305 310 315 320 

age etc cga gac aac tac eta tct ttc ttt aac tgg acc agt ctg tec 

Ser Leu Arg Asp Asn Tyr Leu Ser Phe Phe Asn Trp Thr Ser Leu Ser 

325 330 335 

ttc eta ccc aac ctg gaa gtc eta gac ctg gca ggc aac cag eta aag 

Phe Leu Pro Asn Leu Glu Val Leu Asp Leu Ala Gly Asn Gin Leu Lys 

340 345 350 

gec ctg acc aat ggc acc ctg cct aat ggc acc etc etc cag aaa etc 

Ala Leu Thr Asn Gly Thr Leu Pro Asn Gly Thr Leu Leu Gin Lys Leu 

355 360 365 



912 



qat qtc agt age aac agt ate gtc tct gtg gec ccc ggc ttc ttt tec 
Asp Val Ser Ser Asn Ser He Val Ser Val Ala Pro Gly Phe Phe Ser 
370 375 380 

aa q qcc aag gag ctg cga gag etc aac ctt age gee aac gee etc aag 
Lvs Ala Lys Glu Leu Arg Glu Leu Asn Leu Ser Ala Asn Ala Leu Lys 
335 390 395 400 

aca qtg gac cac tec tgg ttt ggg ccc att gtg atg aac ctg aca gtt 
Thr Val Asp His Ser Trp Phe Gly Pro He Val Met Asn Leu Thr Val 
405 410 415 

eta gac gtg aga age aac cct ctg cac tgt gee tgt ggg gca gee ttc 
Leu Asp Val Arg Ser Asn Pro Leu His Cys Ala Cys Gly Ala Ala Phe 
420 425 430 

gta gac tta ctg ttg gag gtg cag acc aag gtg cct ggc ctg get aat 
Val Asp Leu Leu Leu Glu Val Gin Thr Lys Val Pro Gly Leu Ala Asn 
435 440 445 

qgt |tg aag tgt ggc age ccc ggc cag ctg cag ggc cgt age ate ttc 
Glv lal Lys Cys Gly Ser Pro Gly Gin Leu Gin Gly Arg Ser He Phe 
1 g 50 455 460 

qcg Sag gac ctg egg ctg tgc ctg gat gag gtc etc tct tgg gac tgc 
111 lln Asp Leu Arg Leu Cys Leu Asp Glu Val Leu Ser Trp Asp Cys 
x: 470 475 480 



465 : 



ttt *ggc ctt tea etc ttg get gtg gec gtg ggc atg gtg gtg cct ata 
Pheily Leu Ser Leu Leu Ala Val Ala Val Gly Met Val Val Pro He 
Ci 4 85 490 495 

ctg Sac cat etc tgc ggc tgg gac gtc tgg tac tgt ttt cat ctg tgc 
Leu His His Leu Cys Gly Trp Asp Val Trp Tyr Cys Phe His Leu Cys 
U 500 505 510 

ctq gca tgg eta cct ttg eta gec cgc age cga cgc age gec caa act 
Leu Ala Trp Leu Pro Leu Leu Ala Arg Ser Arg Arg Ser Ala Gin Thr 
520 525 



515 



etc cct tat gat gec ttc gtg gtg ttc gat aag gca cag age gca gtt 
leu Pro Tyr Asp Ala Phe Val Val Phe Asp Lys Ala Gin Ser Ala Val 
530 535 540 

qcc gac tgg gtg tat aac gag ctg egg gtg egg ctg gag gag egg cgc 
Ala Asp Trp Val Tyr Asn Glu Leu Arg Val Arg Leu Glu Glu Arg Arg 
550 555 bbU 



545 



qqc cqc tgg gca etc cgc ctg tgc ctg gag gac cga gat tgg ctg cct 
Gly Arg Tr| Ala Leu Arg Leu Cys Leu Glu Asp Arg Asp Trp Leu Pro 
565 570 b/b 

ggc cag acg etc ttc gag aac etc tgg get tec ate tat ggg age cgc 



81y Gin Thr Leu Phe Glu Asn Leu Trp Ala Ser lie Tyr Gly Ser Arg 
580 585 

„ =rf rt-a ttt qtq ctg gcc cac aog gac cgc gtc agt ggc etc ctg 
Ly! Thr Leu Phe Vaf Leu Ala His Thr Asp Arg Val Ser Gly Leu Leu 
595 600 
ann aac ttc ctg ctg get cag cag cgc ctg ttg gaa gac cgc aag 
Arg Tnr Sir Phe Leu Leu La Gin Gin Arg Leu Leu Glu Asp Arg Lys 
610 615 
-~ ^t-o ofa tta qtq ate ctg cgt ccg gat gcc cac cgc tec cgc 
III v3 Vaf Vaf Leu Vaf He Leu Arg Pro Asp Ala His Arg Ser Arg 
625 630 

£ S3 Sg S3 a| SS S£ £S §S § SS & 13 2S E 
S£€S SS asS If? §£ If? Sf y SS 55 K S5 25 S£ S 

£! 660 665 

SSSS E £ III Asn Sg SS Tyr SS |n SS & Arg 

D 675 680 
ggJLt aca gca gaa tagotcagag caacagctgg aaacagctgc atcttcatgt 
Gly 6 Pro Thr Ala Glu 

C690 

ctgjttcccg agttgctctg cctgccttgc tctgtcttac tacaccgcta tttggcaagt 
gcjLatata tgctaccaag ccaccaggcc caeggagcaa aggttggctg taaagggtag 
ttttcttccc atgcatcttt caggagagtg aagatagaca ccaaacccac 



1824 

1872 

1920 

1968 

2016 

2064 

2119 

2179 
2239 
2289 



<210> 45 
<211> 693 
<212> PRT 
<213> Unknown 



Asn°Leu 5 Ser Phe Asn Tyr Arg Lys Lye Val Ser Phe Ala Arg Leu His 

Lei Ala ser Ser Phe Lys Asn Leu Val Ser Leu Gin Glu Leu Asn Met 

20 2b 
Asn Gly He Phe Phe Arg Leu Leu Asn Lys Tyr Thr Leu Arg Trp Leu 

35 40 
Ala Asp Leu Pro Lys Leu His Thr Leu His Leu Gin Met Asn Phe He 



Asn Gin Ala Gin Leu Ser lie Phe Gly Thr Phe Arg Ala Leu Arg Phe 
65 70 75 80 

Val Asp Leu Ser Asp Asn Arg lie Ser Gly Pro Ser Thr Leu Ser Glu 
85 90 95 

Ala Thr Pro Glu Glu Ala Asp Asp Ala Glu Gin Glu Glu Leu Leu Ser 
100 105 110 

Ala Asp Pro His Pro Ala Pro Leu Ser Thr Pro Ala Ser Lys Asn Phe 
115 120 125 

Met Asp Arg Cys Lys Asn Phe Lys Phe Asn Met Asp Leu Ser Arg Asn 
130 135 140 

Asn Leu Val Thr lie Thr Ala Glu Met Phe Val Asn Leu Ser Arg Leu 
145 150 155 160 

Gin Xys Leu Ser Leu Ser His Asn Ser lie Ala Gin Ala Val Asn Gly 
% 165 170 175 

Ser SGln Phe Leu Pro Leu Thr Gly Leu Gin Val Leu Asp Leu Ser His 
- 180 185 190 

Asnftys Leu Asp Leu Tyr His Glu His Ser Phe Thr Glu Leu Pro Arg 
^ ; 195 200 205 

LeuiGlu Ala Leu Asp Leu Ser Tyr Asn Ser Gin Pro Phe Ser Met Lys 
fj210 215 220 

Glyflle Gly His Asn Phe Ser Phe Val Thr His Leu Ser Met Leu Gin 
225^ 230 235 240 

~Ser Leu Ser Leu Ala His Asn Asp lie His Thr Arg Val Ser Ser His 
245 250 255 

Leu Asn Ser Asn Ser Val Arg Phe Leu Asp Phe Ser Gly Asn Gly Met 
260 265 270 

Gly Arg Met Trp Asp Glu Gly Gly Leu Tyr Leu His Phe Phe Gin Gly 
275 280 285 

Leu Ser Gly Val Leu Lys Leu Asp Leu Ser Gin Asn Asn Leu His lie 
290 295 300 

Leu Arg Pro Gin Asn Leu Asp Asn Leu Pro Lys Ser Leu Lys Leu Leu 
305 310 315 320 

Ser Leu Arg Asp Asn Tyr Leu Ser Phe Phe Asn Trp Thr Ser Leu Ser 
325 330 335 



he Leu Pro Asn Leu Glu Val Leu Asp Leu Ala Gly Asn Gin Leu Lys 
340 345 350 

la Leu Thr Asn Gly Thr Leu Pro Asn Gly Thr Leu Leu Gin Lys Leu 
355 360 365 

.sp Val Ser Ser Asn Ser lie Val Ser Val Ala Pro Gly Phe Phe Ser 
370 375 380 

sys Ala Lys Glu Leu Arg Glu Leu Asn Leu Ser Ala Asn Ala Leu Lys 
85 390 395 400 

?hr Val Asp His Ser Trp Phe Gly Pro lie Val Met Asn Leu Thr Val 
405 410 415 

_<eu Asp Val Arg Ser Asn Pro Leu His Cys Ala Cys Gly Ala Ala Phe 1 
420 425 430 

Jal Asp Leu Leu Leu Glu Val Gin Thr Lys Val Pro Gly Leu Ala Asn 
435 440 445 

Sly Val Lys Cys Gly Ser Pro Gly Gin Leu Gin Gly Arg Ser lie Phe 
4§0 455 460 

Ala cffln Asp Leu Arg Leu Cys Leu Asp Glu Val Leu Ser Trp Asp Cys 
465 O 470 475 480 

Phe <Hy Leu Ser Leu Leu Ala Val Ala Val Gly Met Val Val Pro lie 
s 485 490 495 

Leu Ifis His Leu Cys Gly Trp Asp Val Trp Tyr Cys Phe His Leu Cys 
U 500 505 510 

Leu gla Trp Leu Pro Leu Leu Ala Arg Ser Arg Arg Ser Ala Gin Thr 
§1 515 520 525 

Leu Pro Tyr Asp Ala Phe Val Val Phe Asp Lys Ala Gin Ser Ala Val 
530 535 540 

Ala Asp Trp Val Tyr Asn Glu Leu Arg Val Arg Leu Glu Glu Arg Arg 
545 550 555 560 

Gly Arg Trp Ala Leu Arg Leu Cys Leu Glu Asp Arg Asp Trp Leu Pro 
565 570 575 

Gly Gin Thr Leu Phe Glu Asn Leu Trp Ala Ser He Tyr Gly Ser Arg 
580 585 590 

Lys Thr Leu Phe Val Leu Ala His Thr Asp Arg Val Ser Gly Leu Leu 
595 600 605 

Arg Thr Ser Phe Leu Leu Ala Gin Gin Arg Leu Leu Glu Asp Arg Lys 
610 615 620 



i.sp Val Val Val Leu Val lie Leu Arg Pro Asp Ala His Arg Ser Arg 

;25 630 635 640 

yr Val Arg Leu Arg Gin Arg Leu Cys Arg Gin Ser Val Leu Phe Trp 

645 650 655 



>ro Gin Gin Pro Asn Gly Gin Gly Gly Phe Trp Ala Gin Leu Ser Thr 
660 665 670 

^.la Leu Thr Arg Asp Asn Arg His Phe Tyr Asn Gin Asn Phe Cys Arg 
675 680 685 



Sly Pro Thr Ala 
690 



Glu 
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indicated below to avoid abandonment. Extensions of time may be obtained under the provisions of 37 CFR 
;1. 136(a). 

• This application does not contain a statement that the content of the sequence listing information 
recorded in computer readable form is identical to the v/ritten (on paper or compact disc) sequence 
listing and, where applicable, includes no new matter, as required by 37 CFR 1.821(e), 1.821(f), 1.821 
(g), 1.825(b), or 1.825(d). Applicant must provide such statement. If the effective filing date is on or 
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54604 (September 8, 2000) and 1238 OG 145 (September 19, 2000). 
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(September 19, 2000). Applicant must provide an initial computer readable form (CRF) copy of the 
"Sequence Listing" and a statement that the content of the sequence listing information recorded in 
computer readable form is identical to the written (on paper or compact disc) sequence listing and, 
where applicable, includes no new matter, as required by 37 CFR 1.821(e), 1.821(f), 1.821(g), 1.825 
(b), or 1.825(d). If applicant desires the sequence listing in the instant application to be identical with 
that of another application on file in the U.S. Patent and Trademark Office, such request in accordance 
with 37 CFR 1.821(e) may be submitted in lieu of a new CRF. 
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